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I1I-1 Introduction

The HIV-2/SIVsmm alignment contains HIV-2 genomes, plus
examples from related species SIVmne, SIVstm, and SIV-
mac. Compared to HIV-1, fewer HIV-2 genomes have been se-
quenced, so we are able to include all available HI'V-2 genomes,
removing only problematic sequences and multiples from the
same patient. We have removed come redundant SIVsmm se-
quences from the alignment.

The HIV-2/SIVsmm family is presented together in spite
of their different hosts, because their genomic structure is the
same—the complete STV alignment (presented in the next chap-
ter along with a few HIV-1 sequences) is much more stretched
out because of the presence of a vpx and absence of vpu genes
in some of these viruses.

The Mac239 sequence (accession M33262) is the master se-
quence in this alignment. The alignment was generated by a
HMMER model, then subsequently codon-aligned using Gene-
Cutter and manual edits to fix obvious misalignments. The
alignment presented cannot be considered an “optimal align-
ment” to any single criterion; it is a compromise between opti-
mal alignment, readability, and codon alignment. In the down-
loadable version of this alignment, gaps have been introduced
in multiples of 3 bases to maintain open reading frames when
the alignment is translated.
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I1I-2 Annotated features

Features of HIV-2 annotated in the alignment that follows.

Feature Location Page
5’ LTR U3 start 1 160
TCF-1 alpha 309-324 161]
NE-k-B-II 415-424 162
NE-k-B-I 441-449 163
TATA Box 488-493 163}
TAR element start 518 1631
5" LTR U3 end 520 163}
+1 mRNA start site 521 163}
T 5’ LTR R repeat begin 521 163]
< TAR element end 642 ﬁ
N Poly-A signal 671-676 164
8 5" LTR R repeat end 694 164]
2 5’ LTR US start 695 164
3 5" LTR U5 end 818 165
s Lys tRNA primer binding site 821-839 1651
Gag and Gag-Pol start 1053 167
Gag p17 Matrix end 1457 1691
Gag p24 Capsid start 1458 169)
Gag p24 Capsid end 2144 173
Gag p2 Spacer start 2145 1731
Gag p2 Spacer end 2195 1731
Gag p8 Nucleocapsid start 2196 1731
Gag p8 Nucleocapsid end 2351 174
Gag pl Spacer start 2352 174
Gag-Pol -1 ribosomal slip site 2354 174]
Pol start 2354 174
Gag p1 spacer end 2393 1751
Gag p6 start 2394 1751
Pol Protease start 2555 1761
Gag p6 end 2585 176)
Gag end 2585 176|
Pol Protease end 2851 1781
Pol p66 and p51 RT start 2852 178}
Pol RT end 4168 136)
Pol p15 RNAse H start 4169 1861
Pol RNAse H end 4528 188}
Pol p31 Integrase start 4529 188
Vif start 5340 193]
Pol, Gag-Pol, and p31 Integrase end 5410 193]
Vpx start 5812 1961
Vif end 5984 197]
Vpx end 6150 198}
Vpr start 6151 198}
Tat exon 1 start 6302 199)
Vpr end 6456 199
Rev exon 1 start 6528 200)
Tat Rev exon 1 end 6597 200)
Tat Rev intron start 6598 2001
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Annotated features

Feature Location Page
Env start 6604
Env signal peptide end 6669
Env gp120 start 6670
V1 loop start 6940
V1 loop end 7104
V2 loop start 7108
V2 loop end 7236
V3 loop start 7534
V3 loop end 7635
V4 loop start 7807
V4 loop end 7899
VS5 start 8017
V5 end 8034
Rev Responsive Element (RRE) start 8123
Env gp120 end 8178
Env gp41 start 8179
RRE end 8479
Tat Rev intron end 8805
Tat Rev exon 2 start 8806
Tat end 8902
Rev end 9059
Nef start 9077
Env gp41, gp160 end 9243
Premature stop in SMM239 9355

3’ LTR U3 start 9462
TCF-1 alpha binding 9770-9785
Nef end 9868
NF-«-B-II 9876-9884
NF-x-B-1 9891-9900
TATA box 9949-9955
TAR element start 9980

3’ LTR U3 end 9978

3’ LTR repeat start 9979
TAR element end 10103
Poly-A signal 10132-10137
3’ LTR R repeat end 10155
3’ LTR US start 10156
3’ LTR U5 end 10279

HIV-2/SIV Complete Genomes
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I1I-3 Sequences

Sequences included in the HIV-2/SIV complete genome alignment.

Sequences

Name Accession  Country Author Reference
MAC.US .x.239 M33262 United States  Kestler, H. Science 248(4959):1109-1112
(1990)
A.CI1.88.UC2 U38293 Cote Barnett, S.W. Virology 222(1); 257-61 (1996)
D’Ivoire
A.DE.x.BEN M30502 Germany Kirchhoff, F. Virology 177(1):305-311 (1990)
A.DE.x.PEI2_KR_KRCG 022047 Germany Kraus, G. ARHR 14(1); 65-77 (1998)
A.GH.x.GH1 M30895 Ghana Hasegawa, A. ARHR 5(6):593-604 (1989)
A.GM.87.D194 104542 Gambia Kuehnel, H. Proc Natl Acad Sci USA
86(7):2383-2387 (1989)
A.GM.x.ISY_SBL_6669_85 104498 Gambia Franchini, G. Proc Natl Acad Sci USA
86(7):2433-2437 (1989)
A.GM.x.MCN13 AY509259, Gambia Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GW.86.FG_clone_NIHZ J03654 Guinea- Zagury, J.F. Proc Natl Acad Sci USA
Bissau 85(16):5941-5945 (1988)
A.GW.87.CAM2CG DO00835 Guinea- Tristem, M. J Gen Virol T2(PT 3):721-724
Bissau (1991)
A.GW.x.MDS 748731 Guinea- Becker, M. Unpublished
Bissau
A.IN.07.NNVA EU980602/ India Gurjar, S.R. JAIDS 52(3); 329-35 (2009)
A.IN.95.CRIK_147 DQ307022  India Santhosh, C.V. ARHR 24(10); 1315-7 (2008)
A.JP.O8.NMC786_clone_41 AB731742  Japan Umeki-Sakamoto, Unpublished
Y.
A.PT.x.ALI AF082339)  Portugal Reeves, J.D. J Virol 73(9); 7795-804 (1999)
A.SN.85.ROD M15390 Senegal Clavel, F. Nature 324(6098):691-695 (1986)
A.SN.86.ST_JSP4_27 M31113 Senegal Kumar, P. J Virol 64(2):890-901 (1990)
B.CI.88.UC1 107625 Cote Barnett, S.W. J Virol 67(2):1006-1014 (1993)
D’Ivoire
B.CIL.x.20_56 AB485670, Cote Takekawa, N. Unpublished
D’Ivoire
B.CIL.x.EHO U27200 Cote Rey-Cuille, M. A. Virology 202(1):471-476 (1994)
D’Ivoire
B.GH.86.D205_ALT X61240 Ghana Dietrich, U. Nature 342(6252):948-950 (1989)
B.JP.01.IMCJ_KRO020_1 AB100245  Japan Kusagawa, S. ARHR 19(11):1045-1049 (2003)
G.CI.92.Abt96 AF208027  Cote Brennan, C.A. ARHR 13(5):401-404 (1997)
D’Ivoire
AB.CM.03.03CM_510_03 EU028345 Cameroon Yamaguchi, J. ARHR 24(1):86-91 (2008)
H2_01_AB.CI.90.7312A 136874 Cote Gao, F. Unpublished
D’Ivoire
H2_01_AB.JP.04. NMC307_20 AB731738  Japan Umeki-Sakamoto, Unpublished
Y.
H2_01_AB.JP.0O7.NMC716_01 AB731740  Japan Umeki-Sakamoto, Unpublished
Y.
H2 01_AB.JP.O8.NMC842 10 AB731744,  Japan Umeki-Sakamoto, Unpublished
Y.
U.CI1.07.07IC_TNP3 KC693505  Cote Ayouba, A. AIDS 27(15):2488-2491 (2013)
D’Ivoire
U.FR.96.12034 AY530889| France Damond, F. ARHR 20(6):666-672 (2004)
U.US.08.NWKO08 KP890355  United States Bond, N.G. Unpublished
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U38293
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U22047
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30895
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04542
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04498
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509259
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J03654
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D00835
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Z48731
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU980602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ307022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731742
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M15390
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31113
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L07625
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485670
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB100245
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU028345
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L36874
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731738
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731740
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731744
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC693505
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP890355

Sequences

HIV-2/SIV Complete Genomes

Name Accession  Country Author Reference
MAC.US.x.17EC1 AY033233  United States  Anderson, M.G. Virology 195(2):616-626 (1993)
MAC.US.x.251_1Al11 M76764 United States  Marthas, M.L. J Med Primatol 18(3-4):311-9
(1989)
MAC.US.x.251_32H_PJ5 D01065 United States  Rud, E.-W. (in) Brown,F, Chanock,RM and
Ginsberg, HS(Eds); VACCINES 92
MODERN APPROACHES TO
NEW VACCINES INCLUDING
PREVENTION OF AIDS:
229-235; Cold Spring Harbor
Laboratory Press, New York (1992)
MAC.US.x.251_BK28 M19499 United States  Hirsch, V. Cell 49(3):307-319 (1987)
MAC.US.x.MM142_IVMXX Y00277 United States  Chakrabarti, L. Nature 328(6130):543-547 (1987)
MNE.US.82.MNE_8 M32741 United States  Kimata, J.T. J Virol 72(1):245-256 (1998)
MNE.US.x.MNEQ27 U79412 United States  Kimata, J.T. J Virol 72(1):245-256 (1998)
SMM.CI.79.SIVsmCI2 JX860430  Cote Fischer, W. J Virol 86(24):13217-13231 (2012)
D’Ivoire
SMM.LR.89.STVsmLIB1 JX860431 Liberia Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.STVsmSL92A JX860432 Sierra Leone  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.S1.92B AF334679  Sierra Leone  Chen, Z. J Virol 70(6):3617-3627 (1996)
SMM.US.04.G078 JX860415  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.G932 JX860416  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M919 JX860417  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M922 JX860418  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M923 JX860419  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M926 JX860420  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M934 JX860421  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M935 JX860422  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M940 JX860423  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M946 JX860424  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M947 JX860425  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M949 JX860426  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M950 JX860427  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M951 JX860428  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M952 JX860429  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.05.D215 JX860413  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.06.FTq JX860414  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.11.STVsmE660_FL10 JQ864084  United States Wu, F. J Virol 86(16); 8835-47 (2012)
SMM.US.86.CFU212 JX860407  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.x.F236_H4 X14307 United States  Hirsch, V.M. Nature 339(6223); 389-92 (1989)
SMM.US.x.H9 M80194 United States  Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJA M31325 United States Dewhurst, S. Nature 345(6276):636-640 (1990)
SMM.US.x.PGM53 AFO077017  United States Novembre, F.J. J Virol 72(11):8841-8851 (1998)
SMM.US.x.SME543 U72748 United States  Hirsch, V. J Virol 71(2):1608-1620 (1997)
SMM.US.x.pE660.CG7G JX648292  United States  Lopker, M.J. Unpublished
STM.US.89.STM_37_16 M83293 United States Novembre, F.J. Virology 186(2):783-787 (1992)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY033233
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D01065
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Y00277
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M32741
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860430
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860431
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860432
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860418
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860419
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860420
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860421
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860422
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860423
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860424
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860425
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860426
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860427
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860428
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860429
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860413
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860414
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864084
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860407
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X14307
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80194
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31325
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077017
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U72748
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX648292
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M83293
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5" LTR U3 start

MAC.US.x.239 TGGAAGGGATTTATTACAGTGCAAGAAG . ACATAGAATCTTAGACATATACTTAGAAAAGGAAGAAGGCATCATACCAGATTGGCAGGATTACACCTCAGGACCAGGAATTAGATACCCAAAGACATTTGGCTGGCTATGGAAATTAGTCCCTGTAAATGTATCAGATGA 169

CI.88.UC2 G-T A C T-6---C G [c{c A----T--TCAT--G------G-G--G-------T-TGC--C--G----- G------ C----A--A----- CA
DE.x.BEN AGG- -G C G G--A A T--TCAT--G G-A--G =T G G
DE.x.PEI2_KR_KRCG
GH.x.GH1 = ~
GM.87.D194
GM.x.ISY SBL_6669_85
GM. x.MCN13
GW.86.FG clone NIHZ
GW.87.CAM2
GW. x.MDS
IN.O7.NNVA
IN.95.CRIK 147
JP.08.N¥C7867c10n9741

WX
N.85.ROD
SN.86.ST JSP4 27
CI.88.UCL
CI.x.20 56

"X, EHD
GH.86.D205 ALT
JP.01.IMCI"KR020 1

O WWWWW >>>>>>>>>>>>>>>D

CI.92.Abt96
AB.CM.03.03CM_510_03 . . .
H2 01 AB.CI.90.7312A T--AG TGGT-GA-
H2” 01 AB.JP. 04 NMC307_20 T--AG-CT-T-GA-
H2"01AB.JP.07.NMC716_01 T- ----AG --AG-CT-T-GA-
H2"01”AB.JP.08.NMC842"10 veeeee-GecAe-- -CT-T-

U.CI.07.07IC TNP3
U.FR.96.12034
U.US.08.NWKo8
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
.US.x.251 BK
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. g.DZlS

1

6.C

SMM. US.

SMM. US.x. F236 H4

SMM. US.x.H9

SMM.US.x.PBJ

SMM. US.x.PGM53

SMM. US.x.SME543

SMM.US. x.pE660.CG7G
.8

9.STM_37_16
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CI
DE
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DE.
GH.
GM.87.D194

x.ISY SBL_6669_85
GM. x.MCN13

GW.
GW.

GM.

x.BE
x.PE
X.GH

86.F

N
95.C

LX.
N.85.R0OD
.86.ST_JSP4_27

.88.U
.X.20

"X, EHD
186.D205 ALT

101.IMCI"KRO20_1
CI.
AB.CM.03.03CM 510 03

92.Al

87.CAM2
GW. x.MDS
IN.07
IN.

JP.08.N¥C7867c10n9741

TCEF-1 alpha

MAC.US.x.239 GGCACAG. ........... GAGGATGAGGAGCATTATTTAATGCATCCAGCTCAAACTTCCCAGTGGGATGACCCTTGGGGAGAGGTTCTAGCATGGAAGTTTGATCCAACTCTGGCCTACACTTATGAGGCATATGTTAGATACCCAGAAGAGTTTGGAAGCAAGTCAG
.88.UC2 G

N
I2 KR KRCG

G clone NIHZ

NVA
RIK 147

c1 GA-CG- -AACCAG- - G---ACC--T--C---C -AC-TGAC- - --TA--C-
56 "AGA-CA- -AA-CAG- - C A -AC-TGAC- - -ATA- -C-
-C--G--AACC---- -
ACC C

bt96

H2 01 AB.CI.90.7312A AA-C-G-GAG -TCAAC--G-T-
H2” 01 AB.JP. 04 NMC307_20 AA-C---GAG C -TCAAC-AG-T-
H2"01AB.JP.07.NMC716_01 AA-C--AGAG A CAT-- -C C A- -TCAAC-AG-T-
H2"01”AB.JP.08.NMC842"10 AA-C---GAG . G---Al TCAAC- -G

U.CI.07.07IC TNP3
U.FR.96.12034
U.US.08.NWKo8

.US.x.17EC1
.US.x.251 1A11
.US.x.251732H PJ15
.US.x.251 BK
.US.x.MM142_IVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.SL.92.5L92B
.US.04.6078
.US.04.G6932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952

.US. 5.0215
.US.06.F 3

.US. 1.SI smEGGG FL10
.US.86.C

.US.x. F236 H4
.US.x.H9
.US.x.PBJA
.US.x.PGM53
.US.x.SME543
.US.x.pE660.CG7G
.US.89.STM 37 16

HIV-2 Genomes
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SowIouan) Z-ATH

MAC.US.x.239

CI.88.UC2

DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GH1 ~ ~
GM.87.D194

GM.x.ISY SBL_6669_85
GM. x.MCN13

GW.86.FG clone NIHZ
GW.87.CAM2

GW. x.MDS

IN.0O7.NNVA
IN.95.CRIK 147
JP.08.N¥C7867c10n9741

WX
N.85.ROD
SN.86.ST JSP4 27
CI.88.UCL
CI.x.20 56

"X, EHD
GH.86.D205 ALT
JP.01.IMCI_KR020 1
CI.92.Abt96
AB.CM.03.03CM 510 03
H2 01 AB.CI.90.7312A
H2"917AB.JP 04 NHC307 20
H2-01-AB.JP.07.NMC716~01
H2 01 AB.JP.08.NMC842°10  -AA--
U.CI.07.07IC TNP3
U.FR.96.12032
U.US. 08 NwK08
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
1US.X. 251 BK
MAC.US . x . MM122_TVMXX
MNE.US.82.MNE_8
MNE.US . x.MNEOZ7
SMM. CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.5TVsmSL92A
SMM.SL.92.5192B

O WWWWW >>>>>>>>>>>>>>>D

--ATGG. -AGGCT--A A
-AGGCG--A--G AA-

>rr>
[alaY~T0)

SMM.US.04.G6078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934
SMM.US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C

SMM. US.x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJ

SMM. US.x.PGM53

SMM. US.x.SME543
SMM.US. x.pE660.CG7G
STM.US.89.STM_37_16

TATEE AGEEATe M

sowouan z-AlH

..CAGGAACAACCATACTTGGTCAAAGCAGGAAGTAGCTACTAAGAAATAGCTG G--T
CCATACTTGGTCAAGGCAGGAAGTAGCTACTAAGAAACAGCTGAGG $f

GGGCAGGAACAACCATACATGGCCAGGGCAGGAAGTAGCTACT . GAAAACAGCTGAG- -T-
ﬁAT ﬁ AGGAGACAGGAACAACTATACTTGGTCAGGGCAGGAAGTAGCTAZT GAﬁﬁACAGCTGAG ¥—

TATACTTGGTCAGAACAGGAAGTAGC

CAACAGGAACAACCATACTTGGTCAGGGCAGGAAGTAGCTACTGCA . AACAGCTGAG
TTTGGTCAGGGCAGGAAGTAACTACT . GAAAACAGCTGAG

. .CAGGAACTAGCTGACACTGCACAAG . AGGGAAACT

. .GAGGAACTAGCTGACAGTGCATAA. . ACAGGAACT .
.GAGGAACTAGCTAACACTGCATAGAGAAGGAAACT .

. . CAGGAACTAGCTGACACTGCACAAG . AAGGAAACT

A- GAGGAACTAGCTGACGCTGCATAAGAAAGGAAACTGGCT
A . GGG CTAGCTGACGCTGCATAAGAAAGGAAACT
A- GCTGACGCTGCATAAGAAAGGAAACT
A- . GGGGAACTAGCTGACACTGCATAAGAAAGGAAACT

. .AGCTGAC--C-
. .AGCTGAC--T-
. .AGCTGAT--T-
. .AGCAGAC--T-

GAC G
L IGGCTGAC- -T- ¢
L GGCTGAC- -T-nmcmmcammoan ¢

NF-x-B-II
—_—
AACAGCAGGGACTTTCCACAA. GGGGATGT

9 &

BES S IS
S O ORHPH COBVANOROOCOOB—— &

GGCTGAC--T-

@

sawoudn) AR[dwo) AIS/T-ATH
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sowouany 7-ATH

€91

MAC.US.x.239

CI.88.UC2

DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GH1 = ~
GM.87.D194

GM.x.ISY SBL_6669_85
GM.x.MCNI3_ ~ -
GW.86.FG clone_NIHZ
GW.87.CAM2CG ~

GW. x.MDS

IN.O7.NNVA
IN.95.CRIK 147
JP.08.N¥C7867c10n9741

WX

SN.85.ROD
SN.86.ST JSP4 27
CI.88.UCL
CI.x.20 56
CI.x,.EHD
GH.86.D205 ALT
JP.01.IMCI"KRO20 1
CI.92.Abt96
AB.CM.03.03CM 510 03
H2_ 01 AB.CI.90.7312A
H2~01AB.JP.04.NMC307 20
H2-01-AB.JP.07.NMC716~01
H2~01"AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12032
U.US. 08 NwK08
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5

1US.X. 251 BK
MAC.US . x . MM122_ TVMXX
MNE.US.82.MNE_8
MNE . US . x.MNEG27
SMM. CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.5TVsmSL92A
SMM.SL.92.5192B

O WWWWW >>>>>>>>>>>>>>>D

SMM.US.04.G6078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934
SMM.US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215

SMM. US. 6.FT3
SMM.US.11.SIVsmE660_FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM. US.x.H9
SMM.US.x.PBJ

SMM. US.x.PGM53

SMM. US.x.SME543
SMM.US. x.pE660.CG7G
STM.US.89.STM_37_16

+1 mRNA start site

TAR element start
NF-k-B-I TATA Box

C---A
-AC-C--T-C-T--AT--
C--TGC-T--AT--

T-AAGCCTC-
T-AAT-CTC-
T-AAT-CTE-

5" LTR Ufen(Lé’ LTR R repeat begin
TAC. . GGGGAGGTACTGGGGAGGAGCCGGTCGGGAACGCCCACTTTCTTGATGTATAAATATCACTGCATTTCGCTCTGTATTC. AGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGGAGGTTCTCTCCAGCACTAGCAGGTAGAGCCTGGGTGTTCCCTGCTAG
C

HIV-2 Genomes
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SowIouan) Z-ATH

MAC.
DE

O WWWWW >>>>>>>>>>>>>>>D

AB.C
H2 0

H2” 01 AB.JP. 04 NMC307_20
1"AB.JP.07.NMC716_01
H2"01”AB.JP.08.NMC842"10

H2~0
U.CI.

CI.

DE.
GH.
GM.87.D194
GM.
GM. x.MCN13
GW.
GW.
GW. x.MDS

IN.0O7.NNVA
IN.
JP.

CI.

US.x.239

88.UC2

x.BEN
x.PEI2_KR_KRCG
X.GH1 =

X.1SY SBL_6669_85

86.FG clone NIHZ
87.CAM2

95.CRIK 147
08.N¥C7867c10n9741

WX

.85.R0D

186.ST JSP4 27
.88.UCL

1X.20 56

"X, EHD

186.D205 ALT
101.IMCI"KRO20 1
92.Abt96
M.03.03CM_510_03
1 AB.CI.90.7312A

07.07IC _TNP3

U.FR.96.12034

u.us.

08.NWKo8

.US.x.17EC1
.US.x.251 1Al11
.US.x.251732H PJ15
.US.x.251 BK
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L92B
US.04.G6078
US.04.G932
US.04.M919
US.04.M922

.US.04.M923
US.04.M926
US.04.M934
US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950

.US.04.M951
US.04.

5.
.06.F

1

6.C

.US.
US.x. F236 H4
US.x.H9
US.x.PBJ
US.x.PGM53
US.x.SME543
.US.x.pE66O.CG7G
.8

9.STM_37_16

TAR element end |
ACTCTCACCAGCACTTGGCCGGTGCTGGGCAGAGTGACTCCACGCTTGCTTGCTT AAAGCCCTCTTCAATAAA
T1G--C

A-CAGCAACA-G-CA-TGCT

OOOOOOOOOOG

sowouan z-AlH

Poly-A signal 5° LTR R repeat end, 5° LTR US5 start

— - A A A==

Ao A= Ao = -

GCTGCCATTTTAGAAGTAAGCTA .GTGTGTGTTCCCATCTCTCCTAGCCGCCGCCTGGTCAACTCGGTACTCAA. TAAT . AAGAA

-GT---GC-G-AT--AG
~GTC--GC-TTAG. .
~GTC--GC-TTAG

T
----------- -T-----GTC--GC--TAG

A--GACCCTGG

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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sowouany 7-ATH

91

MAC.US.x.239

CI.88.UC2

DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GH1 ~ ~
GM.87.D194

GM.x.ISY SBL_6669_85
GM. x.MCN13

GW.86.FG clone NIHZ
GW.87.CAM2

GW. x.MDS

IN.07.NNVA
IN.95.CRIK 147
JP.08.N¥C7867c10n9741

WX
N.85.ROD
SN.86.ST JSP4 27
CI.88.UCL
CI.x.20 56

"X, EHD
GH.86.D205 ALT
JP.01.IMCI"KRO20 1
CI.92.Abt96
AB.CM.03.03CM 510 03
H2 01 AB.CI.90.7312A
H2"91°AB.JP 04 NHC307 20
H2-01-AB.JP.07.NMC716~01
H2-01"AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12032
U.US. 08 NwK08
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x. 251 32H PJ5
1US.X. 251 BK
MAC.US . x . MM122_ TVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEOZ7
SMM. CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.5TVsmSL92A
SMM.SL.92.5192B

O WWWWW >>>>>>>>>>>>>>>D

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951

.04.

.05.

.06.F

1

6.C

SMM. US.

SMM. US.x. F236 H4

SMM. US.x.H9

SMM.US.x.PBJ

SMM. US.x.PGM53

SMM. US.x.SME543

SMM.US. x.pE660.CG7G
.8

9.STM_37_16

........ GACCCTGGT.CTGTTAGGACCCTTTCTGCTTTGGG . AAACCGAAGCA. .
T

G-
GC-A-CCT-AGT

5" LTR U5 end Lys tRNA primer binding site

. GGAAAATCCCTAGCAGATTGGCGCCTGAACAGGGACTTG.

AAGGAGAGTGAGAGACTCC. TGAGT.

-T--T-AG---C.
-T--T-.G--AC.
-T--T-.G-GAC.
-T--T- AG-GAC.
T GA .

~GAZ-CCTGAGA-A

ACGGCTGAGTGAAGGCAGTAAGGGCGGCAGGAACCAACCACGACGG

RN ]

HIV-2 Genomes
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SowIouan) Z-ATH

MAC.
DE

O WWWWW >>>>>>>>>>>>>>>D

AB.C
H2 0

H2” 01 AB.JP. 04 NMC307_20
1"AB.JP.07.NMC716_ 0%

H2~0
H2~0
U.CI.

CI.

DE.
GH.
GM.87.D194
GM.
GM. x.MCN13
GW.
GW.
GW. x.MDS

IN.0O7.NNVA
IN.
JP.

CI.

US.x.239

88.UC2

X.BEN
X.PEI2_KR_KRCG
X.GH1 ~ ~

X.1SY SBL_6669_85

86.FG clone NIHZ
87.CAM2

95.CRIK 147
08.N¥C7867c10n9741

WX

.85.R0D

186.ST JSP4 27
.88.UCL

1X.20 56

"X, EHD

186.D205 ALT
101.IMCI"KRO20 1
92.Abt96
M.03.03CM_510_03
1 AB.CI.90.7312A

1”AB.JP.08.NMC842"
07.07IC _TNP3

U.FR.96.12034

u.us.

08.NWKo8

.US.x.17EC1
.US.x.251 1Al11
.US.x.251732H PJ15
.US.x.251 BK
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L92B
US.04.G6078
US.04.G932
US.04.M919
US.04.M922

.US.04.M923
US.04.M926
US.04.M934
US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949

4.
4.
4.
5.
.06.F
1
6.C

.US.
US.x. F236 H4
US.x.H9
US.x.PBJ
US.x.PGM53
US.x.SME543
.US.x.pE66O.CG7G
.8

9.STM_37_16

sowouan z-AlH

.TGCAGGTAAGTGCAACAC. . . .AAA AAAGAAATAG. .. .CTGTCTT.TTA.TCC. . AGGAAGGGG
CTACACC. A---ACTGT GCC-G.A- AAGGCT---TA CC--.CTTTT--AC---. S A
-CTACACC.A---ACTGT-GCC-G.A-AAGGCT---TA-CC--.C-TTT . -T
. -G-A-AAGGCT---TA-CC--. . -¥

LCT-TA--A----A
(CT-TA--A-G--A

.C-TTG-AT-GTCA- G
.CT-TA-A--.--A-
..CC..- -TTTTG--CT G .CT-TAGA-G--A-
CCAA—--TTTTG—-CT G. . . .CT-TAG--G--A-
-TTTTG--TT.G .T .CT-TAGA-G--A-
CC L ---TTTTG--CT.G. .CT-TAGA-G--A-
R A- CTTCACC A---CTTGT-GCC-G.A- AGGG --- ATCCTAC TTT--AC--
A. ACC*A——GGTTG C- GCC -T.G--A--

T-A- tee---T..G- -G-
~T-A-C-G-AC-T. -AAG- . C--T.CAAGGA

CTTG--CC AGAAGGCTGT AG-. . ...GGG--GA-G- -
. GGG- -GATA- -
GG---GT-ATT

GT.

GGCTGC-A-C
- TG-GAA .TA-CCTAC.

.C

A--TCC.

.GT——CC G*—GGCTGATAG——.
..---AG-G--- .C

G C
-T--CCG- - -GGCAAGCAGCA .
-G--CC-G--GGCTG-AGT-. .C

TC----GACT GA— —TCC.

GACTGA- -TCC. L TT--G-AAA.
TC- (C--CTT..TT--G-AAA.
----TC----GACTGA--TCC.C--.CTT. . TT--G-AAA.

GT--CC-G--GGCTGAT-G--. . . TT--G--AA

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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Gaw and Gag-Pol start

sjuwugI Y

sowouany 7-ATH

L9T

I‘G4AC .US.x.239 AGTGGGAGATGGSCGJGAGAAﬁCTgCGTCTTGTgAG8GAAGAAAGCAGATGAATTAGAAAQAATI’AGGCTACGACCCAACGgAAAGAAAAAGTACA&GTTGAAGCATGTAGTATGGGCAGCAAATGAATTAGATAGAT'I'I'GgATTAGCAGéAAgCCTGTTGGAGAACAAA 1214
ag
A.CI.88.UC2 -G 1264
A.DE.x.BEN - 1264
A.DE.x PEI2 KR_KRCG -G 1232
A.GH.x GH1 -G 705
A.GM.87. -G 708
A.GM.x.ISY SBL76669785 -G 08
A.GM.x.MCNI3 -G 709
A.GW.86.FG clone_NIHZ -G 708
A.GW.87.CAM2CG -G 1273
A.GW.x.MDS -G 708
A.IN.0O7.NNVA G 258
A.IN.95.CRIK 009
A.JP.08. NMC786 clone 41 260
A.PT.x.ALI 257
A.SN.85.R0OD -G 707
A.SN.86.ST_JSP4_27 T G -A--T-G-C-A--A---A-T--G- 709
B.CI.88.UC1 T----G 6---TTGTC-A--A---A--A--------- TG--C-----G--C--- G 245
B.CI.x.20 56 T G 243
B.CI.x.EHD T G 241
B.GH.86.D205 ALT T G 40
B.JP.01.IMCI”KR0O20 1 T G 86
G.CI.92.Abt96 T G 627
AB.CM.03.03CM_510_03 T G 379
H2_01_AB. CI 90. 7312A T G 246
H2”01”AB.JP.04.NMC307 T G 46
H2701"AB.JP.07.NMC716" 01 T G 245
H2_01_AB.JP.08.NMC842_10 T G 45
u. CcI. 07 071C NP3 T----G 732
.FR.9 T----G 743
U us. 08 NWKGS 668
MAC.US.x.17EC1 214
MAC.US.x.251 1A11 213
MAC.US.x.251"32H P15 215
MAC.US.x.251 BK28 202
MAC.US.x.MM142_IVMXX 712
MNE.US.82.MNE_8 1
MNE.US.x.MNE®27 694
SMM.CI.79.SIVsmCI2 G 310
SMM.LR.89.SIVsmLIB1 G 299
SMM.SL.92.SIVsmSL92A G 307
SMM.SL.92.SL92B G 654
SMM.US.04.G078 G 480
SMM. US.04.G932 472
SMM. US.04.M919 G 477
SMM.US.04.M922 G 478
SMM. US.04.M923 G 477
SMM. US . 04.M926 G 477
SMM.US.04.M934 G 475
SMM. US.04.M935 G 478
SMM. US.04.M940 G 480
SMM. US.04.M946 G 476
SMM. US.04.M947 G 477
SMM. US.04.M949 G 468
SMM. US.04.M950 G 476
SMM. US.04.M951 G 477
SMM.US.04.M952 G 476
SMM. US. 5.0215 G 474
SMM.US.06.F 3 G 487
SMM.US.11.ST smEGGO FL10 G 1213
SMM.US.86.CFU212 466
SMM.US.x.F236_H4
SMM.US.x.H9 ~
SMM.US.x.PBJA
SMM. US. x. PGM53
SMM.US.x.
SMM US.x.pEGGG.CG7G
STM.US.89.STM 37 16

HIV-2 Genomes
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MAC.US.x.239

O WOWWW >>>>>>>>>>>>>>D > g
=1
=

AB.C
H2 0
H2~0
H270
H2_0
U cI.

.FR.9
U us.

GH.
JP.

CI.

X
X
.US.x
.US.x. PGM53
X.
X
8

.88 uc2

.X.BEN

.x PEI2 KR KRCG
GH1

M.87.

.x.ISY SBL76669785

.X.MCNI3

.86.FG clone NIHZ

.87.CAM2CG

.x.MDS

.07.NNVA

.95.CRIK

.08, NMC786 clone 41
LALI

.85.R0D
SN.86.ST_JSP4 27

.88.UC1
.X.20 56

x.EHD
86.D205 ALT
01.IMCI_KR0O20_1

92.Abt96
M.03.03CM_510_03

1 _AB. CI 90. 7312A

1"AB.JP.04.NMC307_20
1"AB.JP.07.NMC716 01
1_AB.JP.08.NMC842_10

07 07IC TNP3
08 NWKGS

.US.x.17EC1
.US.x.251 1A11
.US.x.251"32H PJ5
.US.x.251"BK28
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.5IVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L928B
us. GO78
Us. 932
us. MO19
.US. M922
Us. M923
us. M926
us. M934
.Us. M935
.Us M940

c
a
ot OHOUVABRBRRERBRRRRRRD
© = @
]
5
o

US.X.PBJA
us
us .pE660.CG7G

.89.STM 37 16

sawouan g-AlH

GAAGSATETCéAAQAATACTTTgGGTCTTAGCTCCATTAGTGCCAACAGgCTgAGAAAﬁTT[AAQAAgCCTTTeTAATACTGTCTgCGJCATCTGGT%CATTCACGCAGAAGAGAQAGTGAAACACACTGAGGAAGCAAQACGGATAGTGCSGAGACACCTAGTGGTGGA

4444444444

1384

sawoudy) Ad[dwo) ATS/T-ATH

sjudwu Iy
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sowouany 7-ATH

691

O WIWWW >>>>>>>>>>>>>>D > g
=1
=

GH.
JP.

CI.

.88 ucz2

.X.BEN

.x PEI2 KR _KRCG
GH1

X

.86.FG clone NIHZ

.87.CAM2CG

.x.MDS

.07.NNVA

.95.CRIK

.08, NMC786 clone 41
LALI

M.87,
57,90 SBL76669785
MCN13

.85.R0D
N.86.ST JSP4 27
.88.UC1
.X.20 56
x.EHD
86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
AB.CM.03.63CM_510_03
H2 01 AB. CI 90. 7312A

H2"01"AB.J]

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U cI. 07 07IC TNP3

.FR.9

U us. 08 NWKGS

Gag pl17 Matrix end Gag p24 Capsid start

MAC.US.x.239 AACAGGAACAACAGAAACTATGCCAAAAACAAGTAGACCAACAGCACCATCTAGCGGCAGAGGAGGAAATTACCCAGTACAACAAATA . . . GGTGGTAACTATGTCCACCTGCCATTAAGCCCGAGAACATTAAATGCCTGGGTAAAATTGATAGAGGAAAAGAAATTTG 1551
T G T T E T M P K T S R P T A P S S G R G G _N_Y P V Q_Q I G_G N _Y V. H L P L S P R T L N AWV K L I E E K K_F_

-AAG- - - -TGCC-
“AA---A--GCT----A--A-
-AA-CA--T-CTG--GACA- -

P.04.NMC307

.Xx.17EC1

.x.251 1Al11

.X.251"32H P35

.X.251"BK28

.X.MM142_IVMXX

.82.MNE_8

.X.MNEO27

.79.5SIVsmCI2

.89.SIVsmLIB1

.92.SIVsmSL92A

.0%.5L9ZB
4.6 09
4. 14
4. 15
4. 14
4. 14
4. 12
4. 15

.04, 17
4. 13
4. 14
4. 05
4. 13
4. 14
4. 13
5. 11

.06.F 24

11, 1550

.86. 803

XL 1547

X H 1033

X 1326

X PGM53 1477

XL 1563

.x.pE660.CG7G

.89.5TM _37_16

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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SOWIOUdn) 7T-ATH

MAC.US.x.239

O WOWWW >>>>>>>>>>>>>>D > g
=1
=

AB.C
H2 0
H2~0
H270
H2_0
U cI.

.FR.9
U us.

GH.
JP.
CI.

X
X
.US.x
.US.x. PGM53
X.
X
8

.88 uc2

.X.BEN

.x PEI2 KR KRCG
GH1

M.87.

.x.ISY SBL76669785

.X.MCNI3

.86.FG clone NIHZ

.87.CAM2CG

.x.MDS

.07.NNVA

.95.CRIK

.08, NMC786 clone 41
LALI

.85.R0D
N.86.ST_JSP4_27

.88.UC1
.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90.7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10

07 07IC TNP3
08 NWKGS

.US.x.17EC1
.US.x.251 1A11
.US.x.251"32H PJ5
.US.x.251"BK28
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.5IVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L928B
us. GO78
Us. 932
us. MO19
.US. M922
Us. M923
us. M926
us. M934
.Us. M935
.Us M940
us M947
us M949

c
a
ot OHOUVABRBRRERBRRRRRRD
© = @
]
5
o

US.X.PBJA
us
us .pE660.CG7G

.89.STM 37 16

T
T
T
G
T
T
T
G
A

>

sawouan g-AlH

sawoudy) Ad[dwo) ATS/T-ATH

sjudwu Iy
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s
L)
<
W)
Q
o)
=]
=]
=
2

MAC.US.x.239
9

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM.x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
SN.86.ST JSP4 27
CI.88.UC1
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03
H2 01 AB. CI 90.7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10
u. %% 07. 07IC TNP3
U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

O WIWWW >>>>>>>>>>>>>>D > g
=1
=

%)
=
=
c
a
ot OHOUVABRBRRERBRRRRERRD
© @

.pE66@.CG7G

X
X
X
SMM.US.x. PGM53
X.
X
.89.5TM 37_16

GCTCCA. CAACAAGGACAACTTAGGGAGCCGTCAGGATCAGATATTGCAGGAACAACTAGTTCAGTAGATGAACAAATCCAGTGGATGTACAGACAACAGAACCCCATACCAGTAGGCAACATTTACAGGAGATGGATCCAACTGGGGTTGCAAAAATGTGTCAGAAT 1882
Q Q G Q _ S G S D I A G S S _ QI _Q W _M_ __0__Q ' V__G__| I QL G L Q K CVRM

-GC---ATG-C-GC-
-GG--GCCG-C-GC-
-GC---CTG-CGGC-
-CTG-C-GC-

G--G--A-----T-
--GGGC--A--T--T-
--GGGT--A-GT--T-

HIV-2 Genomes

C---

T T-A-A--oo- [P G--

T---T-A--AC-C-
T----CC-A

G--
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SowIouan) Z-ATH

sowouan z-AlH

MAC.US.x.239 GTATAﬁCCCAACAAACATTCTAGATGTAAAACéAGgGCCAAAAGAGCCATTTCSGAgCTATGTAGACAGGTTCTACAAAAgTTTAAGAGCAGAACSGACAGATGCAGCAGTAAAGAATTGGATGACTCSAACACTGCTGATTCGAAATGCTAACCCAGATTECAQGCTAG 2052
9 —

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM. x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03
H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10
u. %% 07. 07IC TNP3
U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

O WOWWW >>>>>>>>>>>>>>D > g
=1
=

SMM.US.04.G078

SMM. US.04.G6932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



9107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

€LT

Gag p24 Capsid end Gag p2 Spacer start Gag p2 Spacer end G% p8 Nucleocapsid start
MAC.US.x.239 TGCTGAAGGgGCTGGgTGTGAﬁTCCCACCCTAGAAGAAATGCTGACGGCTTETCSAGEAGTAGSGGEGCCGGSACGGAQGGCTAGAT[AATGGCAGéAGCCCTGAAAGAGGCCCTCGCACCAGTGCCAATCCCTTTTGCAGCAGCCCéACéGAGG -GgAchAgAAﬁG 2219
g . _6__P__R_K.

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM.x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
SN.86.ST_JSP4 27 .
CI.88.UCL - - CLGG- -AG-GA
CI.x.20 56 -A-- AR G

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03
H2 01 AB. CI 90. 7312A -A
H2"01”AB.JP.04.NMC307 A
H2"01"AB.JP.07.NMC716" 01 T C A
H2_01_AB.JP.08.NMC842_10 -A--C-----TT----GCCAC- C A A AA T-C A

G-
A
G

AA- A Ces
- IT-GA----TCCA--TT-A--A- T 1379
A---T-AAAC--TACAG-CC-A--A- - 1638
1369

O WIWWW >>>>>>>>>>>>>>D > g
=1
=

OO0 4 > —A-H-H0

U cI. 07 07IC TNP3 ---A--T--C-GA--CC- -T- Tf——G—*A—*AACA—**GG——AG—*A
.FR.9 T-ACA---TA T T AGGC--C-----G-G- 17,
U us. 08 NWKGS ---T-TAATGGCTCCTTCGCGG - CG-GCAGATGAGAGGGA - ACAACAGAAGGGGGC - TCA
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27

SMM.CI.79.SIVsmCI2 -A--T--A--A- -AA A
SMM.LR.89.SIVsmLIBl -A-----A--T--A-- A--A
SMM.SL.92.SIVsmSL92A -T--A--A---T---- A--C
SMM.SL.92.5L92B -AT-A--A---T---- A--C
SMM.US.04.G078 A--A G
SMM. US.04.G932 A--C
SMM.US.04.M919 A--C G
SMM. US.04.M922 A--C G
SMM. US.04.M923 A--C G
SMM. US.04.M926 A G
SMM.US.04.M934 A G
SMM. US.04.M935 A G
SMM. US.04.M940 A

SMM. US.04.M946 A G
SMM. US.04.M947 A G
SMM. US.04.M949 A

SMM. US.04.M950 A G
SMM.US.04.M951 A G
SMM. US.04.M952 A G
SMM. US. 5.0215 A
SMM.US.06.F 3 A
SMM.US.11.SI smEGGO FL10

SMM.US.86.CFU212

SMM.US.x.F236_H4

SMM.US.x.H9 ~

SMM. US.x.PBJA

SMM.US.x. PGM53

SMM. US.x.

SMM.US.x.pEGGG.CG7G

STM.US.89.STM_37_16

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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SowIouan) Z-ATH

sowouan z-AlH

Gag-Pol -1 ribosomal slip site

ol start
Gag p8 Nucleocapsid en(LfG:Tg p1l Spacer start
gA%.US.x.239 ............ CCAATTAAGTGTTGGAATTGTGGGAAAGAGGGACACTCTGCAAGGCAATGCAGAGCCCCAAGAAGACAGGGATGCTGGAAATGTGGAAAAATGGACCATGTTATGGCCAAATGCCCAGACAGACAGGCGGGTTTTTTAEGCCTTgGTﬁCAgGGﬁGAéA 2377
0
Gag . e _.__. P I K C W N CG K E G H S A R Q CR AP RRQGCWKCGKMDHVMAIKCPDRQAGF I GILGP WGGK

CI.88.UC2
DE.x.BEN ~ZGCCA-GA- -CA-
DE.x.PEI2_KR_KRCG A A--G G A-- C C---TCA-GA
GH.x.GHl C ~2G-CA-GA--C
GM.87.D194 A--G A--G --GTCA-GA--CA-
GM.x. ISY SBL_6669 85 G --GTCA-GA--CA-
GM. x.MCN13 T---CCA GA
GW.86 FG clone NIHZ T--GTCA

Gw.87 C M2CG

GW. x .Ml

IN.O7. NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
PT.x.ALI

SN.85.R0D
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96 . G--GCCA-G---CA--
AB.CM.03.03CM _510_03 --CAA-GA--CA-C

O WONWWW >>>>>>>>>>>>>>>

H2_01 AB.CI.90.7312A GGG. -CCA-GA--CAAC--
H2"01"AB.JP.04.NMC307 20 G Al
H2_01 AB.JP.07.NMC716_01

H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3 . A C--GCCA-GA--CA-C
U.FR.96.12033 .. GCCA-GA--CAAC

U.US.08.NWKO8 -G-GGAA-GA--CA-G

MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.QZ.SLQ%B

SMM. US.04.G07
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM.US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI smE660 FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM.US.x.P
SMM. US.x.SME543
SMM.US.x.pE660.CG7G
.8

9.STM 37 16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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sowouany 7-ATH

SLT

MAC.US.x.239
Pol

Gag

CI.88.UC2

DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GHl

GM.87.D194

GM.x. ISY SBL_6669_85
GM. x.MCN13

GW.86. FG clone NIHZ
GW.87.CAM2CG
GW.x.MDS

IN.O7.NNVA
IN.95.CRIK

JP.08. NMC786 clone 41
PT.x.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT
JP.01.IMCI_KRO20_1
CI.92.Abt96
AB.CM.03.03CM 510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.1203%3
U.US.08.NWK0O8
MAC.US.x.17EC1
MAC.US.X 251 1Al11

O WWWWW >>>>>>>>>>>>>>>D

MAC:US.X MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B

SMM. US G078
SMM. US 932
SMM. US M919
SMM. US M922
SMM. US M923
SMM. US M926
SMM. US M934
SMM. US M935

v

=

=

(=

*
OHOUIARRRARARRRARARARS

= [}

o

&

o

SISsmEGGG FL10
.CFU212

SMM. US.

SMM. US. x. F236 H4

SMM. US.x.H9

SMM.US.x.PBJA

SMM.US.x.P

SMM. US. x.SME543

SMM.US.x.pE660.CG7G
.8

9.STM 37 16

Gag p1 spacer end Gag po start
GAAGCCCCGCAATTTCCCCATGGCTCAAGTGCATCAGGGGCTGATGCCAACTGCTCCCCCA
K E A Q F PHG S S A G 7A D_A c's

__ KPR N _F P M A Q V _H QU G L

-C----CC-C-
-G--A-C- G--éC CG

-CA--T
GATGGACCCAACACAGGACATGACACCTCAGGGTGCGACTCCATCTGCACCCCCT-CA--T-
GATGAACCCAGCA TTCGCATGACACCTCAGGGTGCGATTCCATCTGEACCCCCT -CA- -T-

<-A-C-----C-C- oo CT--T-A--A--A

GATGAACCCAGCAGAGGGCATGACACCTCGGGGGGCGACACCAT CTGCGCCCCCT CA--

-A-C--G----C- --AG---CA---T----A GATGAACCCAGCAGAGRGCATGACACCTCAGGGGGTGACACCATCTGCGCCCCCT-CA--T-

GATGAACACAGCAGAGGGCAAGACACATCAGGGAGCGATACCATCTGCGCCCCCT-CA--T--G--A
GATGGACATAGCAGAGAGCAAGACACATCAGAGGGTGACACCATCTGCGCCCCCT-CA--T A
GATGGACACAGCAGAGAGCAAGACATATCAGAGGGTAACACCATCTGCGCCCCCT-CA-—¥-

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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MAC.US.x.239
Pol

Gag

CI.88.UC2

DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GHl

GM.87.D194

GM. x. ISY SBL_6669_85
GM.x.MCNI3

GW.86.FG clone NIHZ
GW.87.CAM2CG
GW.x.MDS

IN.O7.NNVA
IN.95.CRIK

JP.08. NMC786 clone 41
PT.x.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.03CM _510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12033
U.US.08.NWKO8
MAC.US.x.17EC1
MAC.US.X 251 1Al11

O WONWWW >>>>>>>>>>>>>>>

MAcIUSIx MM142_TVMXX
MNE.US.82.MNE_8

MNE . US . x.MNEOZ7

SMM. CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.5TVsmSL92A
SMM.SL.92.5192B

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM.US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI smE660 FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM.US.x.P
SMM. US.x.SME543
SMM.US.x.pE660.CG7G
.8

9.STM 37 16

GAGAAAAGCAGAGAGAAAGCAGAGAGAAGCCTTACAAGGAG
R’E A E R K QR EALQ

-G

sowouan z-AlH

Gagend
Pol Protease start Gag p6 end

GTGACAGAGGATTTGCTGgACgTCAATECTETCgTTEGAGGAGACCAG;AGJCACTGCTCﬁTA;TGAAGGACéGC 2609

T _E_D_ L L AL N S L[ F G G _D_Q

E-K Q R E S R E K P Y K E_

-GTGACGGAAGACTTACTGCACCTCGAGCAGGGAGAGACACCTCGCAGAGAG...
A- - -GTGACGGAGGACTTGCTGCACCTCGAGCAGAGAGAGACACCTCACAGAGAG. . .
--GTGACAGAGGACTTACTGCACCTCGAACAAGGAGAGACACCACACAAAGAG...
A- - -GTGACGGAAGACTTACTGCACCTCGAGCAGGGAAAAGCACCTCACAGAGAG. . .
-»GTGACGGAGGACTTACTGCACCTCGAGCAGGGAGAGACGCCCCACAGAGGG...
A- -AGTGACAGAGGACTTGCTGCATCTCGAGCAAGGAGAGACACCACACAGAGAG. . .
A--AG¥gACAGAGGACTTACTGCACCTCGAGCAGGGAGAGGCACCATGCAGAGAG...

--G
G
G
G
G
G
G
G
G

GACAGAGG o
TGACAGAGGACTTGCTGCACCTCGAGCAGGGAAAGACACCATGCAAGGAG . - -
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.CI.79.5SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L928B
US.04.G6078
US.04.G6932
US.04.M919
US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
US.04.M951

4.
5.
.06.F
L11.
.86.

.H9
US.x.PBJA
us
us .pE660.CG7G

.89.STM 37 16

AéAATAGGAAéGGAAGCAATAGTGATCTGGGGACéGGSCCCAAéATTCCACTTACCAGTTGAGAAGGATGTATGGGAACAGTgGTGGACAGACTATTGGCAGGEAACCTGGATACCGGAATGGGATTETATCTCAAgACCACCGCTAGTAAGATTAGTCTTCAATCEAGT 4137

-A--A-GA--GAC-
-A--A-G---CACC
-A--R-GA--AAC-
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AB.C

H2 0
H2~0

GH.
JP.

CI.

.88 uc2

.X.BEN

.x PEI2 KR KRCG
GH1

M.87.

.x.ISY SBL76669785

.X.MCNI3

.86.FG clone NIHZ

.87.CAM2CG

.x.MDS

.07.NNVA

.95.CRIK

.08, NMC786 clone 41
LALI

.85.R0D
N.86.ST_JSP4_27

.88.UC1
.X.20 56

x.EHD
86.D205 ALT
01.IMCI_KR0O20_1

92.Abt96
M.03.03CM_510_03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307

sowouan z-AlH

Pol RT end Pol p15 RNAse H start
GAAGGACCCTATAGAGGGAGéAGAAACCTATT¢TACAGATGGAT%ATgTAéTAAACQGTEAA%AGAAGGGAéAGCAGGATéTA$CACAGATAGGGGCAéAGACAAAGIAAAAGTGTTAGAACAGAgTACTA#TCAACSAG%AGAATTGGAAGCATXTCTCATGGCATTGA 4307
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H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10
u. gé 07. 07IC TNP3

U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX

MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
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SMM.US.04.G078

SMM. US.04.G6932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16
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CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM.x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
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H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

u. gé 07. 07IC TNP3

U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM.US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16

CAGACTCAGgGCgAAAGGCAAﬁTAETATAGTAGATTCACéATéTGTTA{GGGAAEAATAACAGGATgCCgTACAGAATCAGéGAGCAgGCTAGTTACTCﬁAAgAATAGAAGAAATGATTA?AAAGTCAGéAAETTATGTAGCATGGGTACCAGCACACAAAGGTAEAGGA 4477

AG--T-----A---C-A-TC--C--
AG--T

A---C-A-TT--C--C
A---C-A-TC--C--C

<--G-T-C-CAR--A
<G--G-T---CAG--A
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.95.CRIK

.08, NMC786 clone 41
LALI

.85.R0D
N.86.ST_JSP4_27

.88.UC1
.X.20 56

x.EHD
86.D205 ALT
01.IMCI_KR0O20_1

92.Abt96
M.03.03CM_510_03

1 _AB. CI 90.7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10

07 07IC TNP3
08 NWKGS

.US.x.17EC1
.US.x.251 1A11
.US.x.251"32H PJ5
.US.x.251"BK28
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.5IVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L92B
US.04.G078
US.04.G932
US.04.M919

.US.04.M922
US.04.M923
US.04.M926
US.04.M934

.US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949

.US.04.M950
US.04.M951
US.04.M952
us. 5.0215
US.06.F 3

.US.11.ST smEGGO FL10
US.86.CFU212
US.x.F236_H4
US.x.H9 ~

.US.x.PBJA

.US.x. PGM53
US.x.
us x.pE660.CG7G

8

.89.STM 37 16

sowouan z-AlH

Pol RNAse H end Pol p31 Integrase start
GgAAéCCAAGéAATAG?CCACCTAGTTAGTCéAGgGAETAGACAAGSTCTCTTC TTGGAAAAGATAGAGCCAGCACAAGGAGQACATGATASATACCATAGTAéTGTAAAAGAATTGGTATTCAAATTTGGATEACCCAGAATAGTGGCCAGACQGAEAGTAGACACCT 4646

.C-T
.-A
A
C-A
A
C-A
A

A

A
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MAC.US.x.239
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CI.88.UC2

DE.x.BEN
DE.x.PEI2 KR KRCG
GH.x.GH1

GM.87.D194

GM.x.ISY SBL 6669 85
GM.x.MCN13

GW.86.FG clone_NIHZ
GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI - -
SN.85.R0OD
SN.86.ST_JSP4 27
CI.88.UC1

CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03
H2_01 AB.CI.90.7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716”01
H2 01 AB.JP.08.NMC842 10
U.CI.07.07IC TNP3
U.FR.96.12034
U.US.08.NWK0o8
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE 8
MNE.US.x.MNEG27
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SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215

SMM. US. 6.FT3
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SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA

SMM. US.x.PGM53
SMM.US. x.SME543
SMM.US.x.pE660.CG7G
STM.US.89.STM_37_16
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US.X.PBJA
US.X.SME543
US X . pE660.CG76

.89.STM 37 16

07 20
107 .NMC716-01
H2-01 AB.JP.08.NMC842"16

ACAGCACTATTTCTGTTAAAATTGGCAGGCAGATGGCCTATTACACATCTACACACAGATAATGGTGCTAACTTTGCTTCGCAAGAAGTAAAGATGGTTGCATGGTGGGCAGGGATAGAGCACACCTTTGGGGTACCATACAATCCACAGAGTCAGGGAGTAGTGGAAGC 4986
QT AL F L L KLAGRMWZPTITHTILHTDNGANTFASI QEVKMVAWWATGTITEHTFSGVPYNPAGQSUQGVVE
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X
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186.ST JSP4 27
.88.UC1
1X.20 56

x.EHD
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92.Abt96
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17AB.JP
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.96.12034

.08.NWKO8

.US.x.17EC1
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.US.x.MM142_IVMXX
.US.82.MNE_8
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AATGAATCACCACCTGAAAAATCAAATAGATAGAATCAGGGAACAAGCAAATTCAGTAGAAACCATAGTATTAATGGCAGTTCATTGCATGAATTTTAAAAGAAGGGGAGGAATAGGGGATATGACTCCAGCAGAAAGATTAATTAACATGATCACTACAGAACAAGAGA 5156
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GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
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CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
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CI.92.Abt96
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H2"01”AB.JP.04.NMC307
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H2_01_AB.JP.08.NMC842_10
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U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM.US.04.G078

SMM. US.04.G6932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16

sowouan z-AlH

TACAATETCAACGAT%AA@AAACTCAAéATETAéAAQTTTTCGGGTCTeTTACAGAGAAGGCAEAGATCAACEGTGGAAGGGACECGGTGéGCTATTGTGGAAAGGGGéAGGAGgAGTCATCTTAAAGGTAGGGAEAGACATTAAGGEAGEACCCAGAAGAAAGGCTAAA 5326
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V1f start Pol, Gag-Pol, and p31 Integrase enq\
MA%.US.X.239 AETA¥CA?AGATTﬁTGGAGGAGGAAAAGAGGTGGCTAGCAgTTgCCéCA;GGAGGATABC GGAGéGGCTAgAGéGGTGGsA ........................ TAGCCTCATAAAATATCTGAAATATAAAACTAAAGATCTACAAAAGGTTTGCTATGTGCCCC 5469
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IN.95.CRIK
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.x.EHO
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JP.01.IMCI_KRO20_1
CI.92.Abt96
AB.CM.03.03CM 510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
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U.FR.96.1203%3
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MAC.US.x.17EC1
MAC.US.X 251 1Al11
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MAC:US.X MM142_IVMXX

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2 CAGCCTGAT
SMM.LR.89.SIVsmLIB1 -
SMM.SL.92.SIVsmSL92A CAGCTTAGTGAAATATCTAAAGTA-
SMM.SL.92.5SL92B

SMM. US. G078

SMM. US 932

SMM. US M919

SMM. US M922

SMM. US M923

SMM. US M926

SMM. US M934

SMM. US M935
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SISsmEGGG FL10
.CFU212

SMM. US.

SMM. US. x. F236 H4

SMM. US.x.H9

SMM.US.x.PBJA

SMM.US.x.P

SMM. US. x.SME543

SMM.US.x.pE660.CG7G
.8

9.STM 37 16

CAGTCTGATCAAATACCTTAAGTA-
CAGTCTAGTCAAGTATCTGAAGCA-

CAGTCTGGTCAAGTACCTGAAGCA-
CAGCTTGGTGAAATACCTTAAGCA-
CTCCCTGATCAAACACCTG.AGTA-

TCTATAGTGAAATATTATAAACA-
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GH1

M.87.

.x.ISY SBL76669785

.X.MCNI3

.86.FG clone NIHZ

.87.CAM2CG

.x.MDS

.07.NNVA

.95.CRIK

.08, NMC786 clone 41
LALI

.85.R0D
N.86.ST_JSP4_27

.88.UC1

.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307

07 07IC TNP3
08 NWKGS

.US.x.17EC1
.US.x.251 1A11
.US.x.251"32H PJ5
.US.x.251"BK28
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.5IVsmCI2
.LR.89.SIVsmLIB1
.SL.92.
.SL.92.5L92B

SIVsmSL92A

c
a
ot OHOUVABRBRRERBRRRRRRD
© @

. .pE660.CG7G
.89.STM 37_16

sowouan z-AlH

ﬁTT;TAAGGTCGSATGGGCATGGTGGACCT%CASCAGAGTAA¥CTTCCCACTACGGGAAGEAA%CCﬁTTTAGAAGTACSAGgGTATTGGCATTTGACACCAGAAAAAGgGTGGCTCAgTACTTATGCAGTGAGGATAACCTGGTACTgAAQGAACTTTTGGACAGATGTA 5639

POOOOO0!
o

[alalN

-GG--A-TC--G---G-C
--G--A---T-A--CCAG

-A--T--T--GG-AA---A-TCA--C- TC- AweeeeCenTonnn-T----G
-6--;--T--C--G-A.G--A-GCA

G T AT-
-AGA--TAAC-CT--C--G

oo
B%

3
T--A----T-AG-CT-
T----A-G--AG--
T-G--A-G--A---

T--AGA--T-AT-CT-
T----A-G--AG-C---CC

A----A
~G-AA---A-TCT--C- - A
G-A-GG-A-TCT--C- A
GA--T-AG-CT

DODOOOODOODOODD

[alalalatiialalalalelolalalalalalalel
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9107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

S6l

YAC.US . x. 239

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

GM.x.MCNI13

GW.86.FG clone NIHZ

GW.87.CAM2CG
.x.MDS
.07.NNVA
IN.95.CRIK

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307

O WIWWW >>>>>>>>>>>>>>D > E
=1
=

M.87,
& 27:00° SBL76669785

JP.08. NMC786 clone 41
LALI

20

H2"01"AB.JP.07.NMC716”01
H2_01_AB.JP.08.NMC842_10

u. gé 07. 07IC TNP3

U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM.US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16

ACACCAAACTATGCAGéCATTTTACTGCATAgCACTT¢TT;CCCTT%CTTTACAGCGGgAGAAGTGAGAAGGGCCATCAGGGgAGAACéACTGCTGTgTTgCTgCAGGTTCCCGAGAGCTCATAAGTACCGGGTACCAAgCC[ACSGTACTTAGCACTGAAAGJAGTAAG 5809

22G---G-TCTG-
--C---G-TGTA-

A
A
A
A
A
A
A
A
A
A
A
A
A
A

TTC-G--CT-AG
TTC-G--CT-AGTG- - - - -GCA 5337
TTC----C--A-GG--CA--CA §§73

TTC----C--A-GG- - CA- -CA 5004
TTC----CT-A-G---T---CA 5874

--------------- S L TR T

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH



961

971(7 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sowouan z-AlH

Vpx start
MAC.US.x.239 CGATGTCAGA. ..... TCCCAGGGAGAGAATCCCACCTGGAAACAGTGGAGAAGAGACAATAGGAGAGGCCTTCGAATGGCTAAACAGAACAGTAGAGGAGATAAACAGAGAGGCGGTAAACCACCTACCAAGGGAGCTAATTTTCCAGGTTTGGCAAAGGTCTTGGGAA 5973
pX S D E 1 "G N S G E E T I GEAFEMWLNR RTUV E I NREALUVN L P E L I FQUVWOQRSWE
Vif D V"R S - G E N P7 T W _K"Q W R'R'™D"N'R'R™G 'L R™M"A K 'Q N'S"R'G D K'Q R'G'G K'P P"T K "G"A'N"F"P G'L"AK'V'L'G

CI.88.UC2 AC-AAATGAC ZG----G--TA----A-CCT-G-
DE.x.BEN AC-ARATGAC -G-G--G--CA----A-
DE.x.PEI2 KR _KRCG .

QX GHI
GM.87,D194 o
GM.x. IS¥ SBL 6669 85 GC-AAATGAC . . .
GM. x . MCN13 GC-AAATGAC . . .
GW.86.FG clone NIHZ L1 IAG
GW. 87 . CAM2CG

GW. x.MDS

IN.97.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
PT.x.ALI

SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL G--A-GA-A-GATGGA- - ==~ -- ==~
CI.x.20 56 A--A-GA-A-AATGOA

.x.EHO
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

O WONWWW >>>>>>>>>>>>>>>

CI.92.Abt96
AB.CM.03.03CM_510_03 -T-G--CC-A--A--C-
H2 01 AB.CI.90.7312A TT-G--CC-A--A--T-
H2~01 AB.JP.04.NMC307 20 ACA---C-C TT-G--CC----A--C-
H2~01 AB.JP.07.NMC716 81 TGG T A--ACA---C-C- €-----TT----CC----A--C-
H2-01”AB.JP.08.NMC842"16 A c - T-G--CC----
U.CI.07.07IC TNP3 G

U.FR.96.12033
U.US.08.NWKO8
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B

SMM. US 946078
SMM . US . 046932
SMM.US . 04.M919 G
SMM.US . 04 .M922 &
SMM . US . 04.M923 ¢
SMM . US . 04 .M926 ¢
SMM.US . 94 .M934 ¢
SMM . US . 04 .M935 ¢
SMM . US . 04 .M940 ¢
SMM. US - 94 .M946 ¢
SMM . US . 04 .M947 ¢
SMM . US . 04 .M949 ¢
SMM . US . 04 .M950 ¢
SMM . US . 04 .M951 ¢
SMM.US - 94 -M952 ¢
ShM. US. 05.D215 ¢
SMM.US . 06 F 3 ¢
SMM.US 11 STVsnEGG0_FL10
SMM - US . 86 . CFU212
SMM.US . x.F236 H4
SMM.US - X -H9
SMM . US . X . PBJA
SMM . US . X P
SMM.US . X SME543
SMM.US . X. pE660.CG76G

.8

9.STM 37 16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



Vif end

MAC.US.x.239 TACTGGCATGATGAACAAGGGATGTCACCAAGCTATGTAAAATACAGATACTTGTGTTTAATACAAAAGGCTTTATTTATGCATTGCAAGAAAGGCTGTAGATGTCTAGGGGAAGGACATGGGGCAGGGGGATGGAGA. . . CCAGGACCTCCTCCTCCTCCCCCTCCAGG 6140
Vpx "W H D E Q G M S P S Y V K.Y R Y L CLTI QKA ALTFMHT CKTKSGT CRC CLGEGHSGAGGMWR_ . PGP PP P P P PG

1
CI.88.UC2
DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GHl
GM.87.D194
GM.x. ISY SBL_6669_85
GM. x.MCN13
GW.86. FG clone NIHZ
GW.87.CAM2CG
GW.x.MDS

IN.O7.NNVA

IN.95.CRIK
JP.08. NMC786 clone 41
PT.x.ALI
SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT
JP.01.IMCI_KRO20_1

sjuwugI Y

9107 wnipuadwo)) duanbag ATH

O WWWWW >>>>>>>>>>>>>>>D

CI.92.Abt96

AB.CM.03.03CM 510_03

C-C---CT-GCA-A-G--
C---CAGGCA- - -G- -

sowouany 7-ATH

Lol

H2 01 AB.CI.90. 7312A

H2_01" AB.JP.08. NMC842”10
U.CI.07.07IC TNP3
U.FR.96.1203%3
U.US.08.NWK0O8
MAC.US.x.17EC1

MAC.US.X 251 1Al11

MAC:US.X MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B

SMM. US G078
SMM. US 932
SMM. US M919
SMM. US M922
SMM. US M923
SMM. US M926
SMM. US M934
SMM. US M935

v

=

=

(=

*
OHOUIARRRARARRRARARARS

= [}

o

&

o

SISsmEGGG FL10
.CFU212

SMM. US.

SMM. US. x. F236 H4

SMM. US.x.H9

SMM.US.x.PBJA

SMM.US.x.P

SMM. US. x.SME543

SMM.US.x.pE660.CG7G
.8

9.STM 37 16
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971(7 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

MAC.US.x.239
Vpx

Vpr

CI.88.UC2

DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GHl

GM.87.D194

GM. x. ISY SBL_6669_85
GM.x.MCNI3

GW.86.FG clone NIHZ
GW.87.CAM2CG
GW.x.MDS

IN.O7.NNVA
IN.95.CRIK

JP.08. NMC786 clone 41
PT.x.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.03CM _510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12033
U.US.08.NWKO8
MAC.US.x.17EC1
MAC.US.X 251 1Al11

O WONWWW >>>>>>>>>>>>>>>

MAC:US.X MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM.US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI smE660 FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM.US.x.P
SMM. US.x.SME543
SMM.US.x.pE660.CG7G
.8

9.STM 37 16

sowouan z-AlH

Vpx end Vpr start
AC[AG&ATAA ............. ATGGAAGAAAGACCTCCAGAAAATGAAGGACCACAAAGGGAACCATGGGATGAATGGGTAGTGGAGGTTCTGGAAGAACTGAAAGAAGAAGCTTTAAAACATTTTGATCCTCGCTTGCTAACTGCACTTGGTAATCATATCTATAAT 6297
*
- M E E R P P E NE GP QR EP WDEWVVEVLETETLTKETEALIKHTFDPRLLTALGNHTIYN

-C-A--GG-
-C----G-

-A--A-A--AA-C---AG-A-

So-A-A--AA-C---AG
-A-A--AA-C---AG-
A-A--AA AG

CG GGACC
..TGGCTGAAGCACCAAC---GCTC C--G-TGG- - -GGACC - T
. . TGACTGAAGCACCAAC- - -GTCT--C--G--GG- -AGGACC- - - -CG-- - - -

TGACAGAAGCAGCCCC-
ATGGCA- - -
. . TGGCAGAAGCARCCYC-

C

CT-- G-- 3
ST-CG-A---G--
ST-IoT---G--

5
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9107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

661

Tat exon 1 start Vpr end
MAC.US.x.239 AGACATGGAGACACCCTTGAGGGAGCAGGAGAACTCATTAGAATCCTCCAACGAGCGCTCTTCATGCATTTCAGAGGCGGATGCATCCACTCCAGAATCGGCCAACCTGGGGGAGGAAATCCTCTCTCAGCTATACCGCCCTCTAGAAGCATGCTATAACACATGCTATT 6467
H L EG L R I L QRATLTFMHTFR RGSGSGT CTIHSR RTIGA QPG 7GE G_N__ L S 71 - S R S M

pr
Tat exon 1 ST M ET P LR E u’ EN S L ESSNERGSSCI SEATDA
CI.88.UC2
DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GHl
GM.87.D194
GM.x. ISY SBL_6669_85
GM.x.MCNI3
GW.86.FG clone NIHZ
GW.87.CAM2CG
GW.x.MDS
IN.O7.NNVA
IN.95.CRIK
JP.08. NMC786 clone 41
PT.x.ALI
SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT
JP.01.IMCI_KRO20_1
CI.92.Abt96
AB.CM.03.03CM 510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.1203%3
U.US.08.NWK0O8
MAC.US.x.17EC1
MAC.US.X 251 1Al11

O WWWWW >>>>>>>>>>>>>>>D

MAC:US.X MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM. US. ﬁ.MSSl

5.

6.F

1

6.

SISsmEGGG FL10
CFU212

SMM. US.
SMM.US.x.F236_H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM.US.x.P
SMM. US. x.SME543
SMM.US.x.pE660.CG7G
.8

9.STM 37 16

HIV-2 Genomes
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sawouds) aR[dwo) AIS/I-ATH



00¢

971(7 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sowouan z-AlH

Env start
Bev exon 1 start Tat Rev exon 1 enq\;Fat Rev intfon start
MAC US.x.239 GTAAAAAGTGTTGCTACCATTGCCAGTTTTGTTTTCTTAAAAAAGGCTTGGGGATATGTTATGAGCAATCA...CGAAAGAGAAGAAGAACTCCGAAAAAGGCTAAGGCTAATACATCTTCTGCATCAAACAAGTAA...GTA;GGEATETCITGEGAQTCQGCEGC[TA 6631

Tat exon 1 C K K C C Y H COQF CF L KKG L G I C.Y E 0 S ... R KRR R T P K KA K A N T S S A S N K
Rev exon 1 T 0 - 0 0 T M A EE R E E E L RK R "R LI R L[CLC A QT

CI.88.UC2 G CA-T- Gl G e
.Xx.BEN C-G TC .-

DE.x.PEI2_KR_KRCG
X.GH1 = ~ . A

GM.87.D194 ----GC----CA-T------------C-G-----CT-G--------GC-C--------G----C--G-CAG...G-C-GAC-------G-----A-G---AA-----A--C--C-GC--C--------G-To-omn-m,  =m---=

GM.x.ISY SBL_6669_85

GM.x.MCNI3
GW.86. FG clone NIHZ

GW. x. MDS
.07 .NNVA
IN.95.CRIK
JP.08 NMC786 clone 41
PT.x.A

G G
SN. 85 G -
SN.86.ST7JSP4727 C G-C G G e

GH.86.D205 ALT :
JP.01.IMCI_KR020_1 . CAZCAAT--GT-C---
CI.92.Abt96
AB.CM.03.03CM_510_ 03 e .
H2 01 AB.CI.90.7312 --A-ATG- - -GG-AA- - - - - TA--AT--G
H2"01 AB.JP.04. NMC3G7 20 --A-ATG- - -GG-AA- - --TTA- -AT--G
H2”01"AB.JP.07.NMC716-01 --A-ATG- - -GG-AA- - --TTA--AT--G
H2~01”AB.JP.08.NMC842"10 --A-ATG--GGG-AA- - - -TTA--AT-C-
U.CI.07.07IC TNP3
U.FR.96.12032
U.US.08.NWK08
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK28
MAC.US. x.MM142_TVMXX
MNE.US.82.MNE_8
MNE.US. x.MNE027
SMM.CI.79.5IVsmCI2
SMM.LR.89.SIVsmLIB1

O WOWWWW >>>>>>>>>>>>>> >
=
=

SMM.SL.92.SIVsmSL92A G----- TC C
SMM.SL.92.5L92B C A- C [
SMM.US.04.G6078 - C TCT
SMM.US.04.G932

SMM.US.04.M919

SMM. US.04.M922

SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM.US.04.M935

SMM. US.04.M940

SMM.US.04.M946 -------A--C--T------------Ce--e--iee-oeooo-Ge--

SMM.US.04.M947  ----G-----------T-----T---CA---------------G--T-----A-----C--------GCA-.........
SMM. US.04.M949 --

SMM. US.04.M950 ----

SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215

SMM.US.06.F 3

SMM. US. 1.SI SmE660 FL10

SMM.US.86.C

SMM. US.x. F236 H4

SMM. US.x.H9

SMM.US.x.PBJA

SMM.US.x.P

SMM. US.x.SME543

SMM.US.x.pE660.CG7G

STM.US.89.STM_37_16

00000 Pt
LEOCOEXOCOSE=SIVRSIES=®
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9107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

10¢

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM.x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01

O WIWWW >>>>>>>>>>>>>>D > I':ﬂ
=1
=

GCT CT-
-T----G---A--AGC TT
H2_01_AB.JP.08.NMC842_10 STSIlG---A--AGCT--C-CT-GCTTA--A---A-

U cI. 07 07IC TNP3 ----TC-
.FR.9 TC
U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM.US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16

Env signal peptide end
MAC.US.x.239 TCGCCATCTTGCTTTTAAgTGTCTATGgGATCTATTgT
v

Env gp120 start
ACTCIATATGTCACAGTCTTTTATGgTGJACCAGCTTGGAGGAATGCGACAATTCCCCTCTTTTETGCAACCAAGAATAGGGATACTTGGGEAACAACTCéGTgCCTACCAGATAATGGTGATT¢T 6795
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SowIouan) Z-ATH

MAC.US.x.239
\%

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM. x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
SN.86.ST JSP4 27
CI.88.UC1
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03
H2_01 AB. CI 90. 7312A
H2"01 AB.JP.04.NMC307_20
H2"01"AB.JP.07.NMC716”01
H2_01_AB.JP.08.NMC842_10
u. %% 07. 07IC TNP3
U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

O WOWWW >>>>>>>>>>>>>>D > I':ﬂ
=1
=

SMM.US.04.G078

SMM. US.04.G6932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16

sowouan z-AlH

V1 loop start
TgAGéAGTGGCCCTTAﬁTGTTACAGAAAgCTTTGATGCCTGGAATAﬁTACAGTCACAGAACSGGCAATAGéGGATGTATGGCéACTCT;TGéGACCTgAA¥AAAGCCTTETGTAAQATTAT%CCCATTAT%CATTACTA&GAGATSCAATAAAAgTGAGACAGATAGATG 6965

--T---CC-GT-ACAGGGA- - - ACAC 7004

T-GC-GGGT-C-AGGGA- - - CCAC 7065
TIATAZICS1CIITG-GCAA C-GC-CAAGT-- - - - G--CA- 7027
C-AA-TC- - T6-AG-A --T--T--C-GC-CCACTééCﬁ-C-C-AC 2586

C-GC-CA- - - -GCAGC-C-G- 6499
C-T--T--C-GC-CAACTG- -A-A-ACAC 6507
GA-G--GC-G---G-GG-A-------- Toonn- C:CA.GA--CA-. -CTAC 7046

-AT--TTC--C-
AG--T-----G- CGTG»»GCTCAGCTA 0%
AC--T-G cc A-CC 7032
LECFSAlEIehRSEcRA 618
------ C-------A-C-A--- 6378
T-CA-CC-CG- -AG- CACACCCCA 6165

GC-CCACCG-CACC-CTAC 7041
-C-CCACT-GCA- C C-AA 7044
-C-CCACT-GCA AA 7043
C-TC-CT-GCA- A 7049

AC---A-C--G--G
AGT---C-A--AT-G
CAG---A-AA-GT-A
CA----A-A----- G

“A-A--TC-G------G-C
GA-A--CC-R--YG-GG-A
“A-A--TC----TG-AG-A

GCommmmmmmmme e
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9107 wnipuddwo)) duanbag ATH

sowouany 7-ATH

€0¢

MAC.US.x.239

O WIWWW >>>>>>>>>>>>>>D > I':ﬂ
=1
=

GH.
JP.

CI.

L.88,
£

X
X

ucz2
x.BEN
PEI2 KR _KRCG
GH1

M.87.
ISY SBL76669785
MCN13

.86.FG clone NIHZ
.87.CAM2CG

X
.07.
.95.
.08,

.85.
N.86.
.88,

.

x.EHD
86.D.

o1.
92.

DS

NNVA

CRIK

ﬁTC786 clone 41

ROD
ST JSP4 27
ucl
20 56

205 ALT
IMCI~KR020_1
Abt96

AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10
U cI. 07 07IC TNP3

.FR.9

U us. 08 NWKGS

I-mummbh##h#bh#bb#bh#
o = (2]
()
B
o

X
X
X
SX PGM53
X.
X
8

x.17EC1

x.2

.251 1A11
Xx.251 32H PJ5

1X.251"BK28
1X.MM122_ TVMXX

.82.MNE_8
.X.MNE027

.79.5SIVsmCI2

89.SIVsmLIB1

192.5TVsmSL92A
192.5192B

.PBJA

.pE66@.CG7G

.89.STM 37 16

GGGATTGACAAAATCAATAACA
_ G L T K S IT
CAATGCC- - -GCCAA-CC---C.
-ACCCC- -ATCCCAGG-CCT-G.
TAACAGC - - - -GTGAGGGG-GC.
CAC-ACAGGG-GCA- - -C-GGG.
-ACCCC--GTCC-C---AC-TT.
T-C- ACT»»--GCC-»TCTGG-.
AACCACAC C C-A--GC-T-C.
----G-CA-CCA--AT.
TATGA A-GG-C-A-C-C-C-C.
C-C-A-C-C--AC.

.ACAGgCTTGGAACéAG 7090

LCCT- T C
C——CGTA--AT ARZCEC--GACAGA-A-A-G-----A-TCC--A--C- - -CG-GCAA-
AT--CAA-T-TAA-TGAC-C---CCA-GCGCGTGCA- -
AGCA AG-CACCAA-A-G---C-A-TC-C C---CG-ACAA-
CAT- G—-C---GGAACACA CCA A-G A
AGATTAATG-GAC-ACTGA-A-A-G
C C --CCCATA

AACC-CC---CC-A---CC--C.
TACTARAC-T-TTA-T-C.C-T.

CAATACT--TGC---T-CT-- . . .- -TGGTAAT--TA-T-C-CC-ATA -
A-GA---C-CTA-GTCCT-C vere..G-GT- CC CA G---TT T-CTCAG, C CAA
-AATGCC-GT-GTA-T-CC--C. --T-AGC-T--T--CA- C——TCG GGGC- GA-A-C—A-T- C-—A--AGACC
CACCACC---GCCAAC-AC-TC. G--CA--AGT---C- -GA-A-G. CITA-A---TTT- 6283

--TA-AC-GTC- - 6503
A--A---A-T- 6248

---TC-A---GGGA-C-CC--T.
-AATACC- - - -C-CGG-AT--C
ACC-CCA-GC-CCA-T-AC- AC
CAC-CCA--CCCT----AC-T
CAC-CCA--CTCTC---AC-T
CAC--CAG-CTCTC-CCC--

-A-GGGCCCACAC--A-A-
A- GGGCCCACéE--A A-

<--A----G-G-G- 7147
A--A---TC--
A--A 66

G**G TC- - -AGAAA-A- ffGA——AGA Cf
C-AGTA AG-AA-A -A--AGAGC-
A-A-GGAAA-T-

A
fG A-A- T—*GT——AG C AG-
G--AT-C-A---AA- G---AgGC A--A- Ag-

ACAGCAAGGAATGCAACAGCAACAACACCAG-
TCAACAACAATACAAAAAT -
ACCGCAACAACCCCA

C--A- --
------- AR ARGeLTA AN AT
C-TAGCG-C-A-A-TA--A--G- -AA- -GTGAAA-A-

G C--AGT-TGGC--A-A-TG-TA-A

CCAACAACAACACAAACAAC
. . CCAACAACAACAACA -A--A
. ACAACAACAACAG-G-A-T--A T -AAA G---T
R SErARcec e AR ST AT TR A e e A A A A A T T

---------- GGOAR- ~C-GTm v oo L TOA= <o == -G ~G-AG~~ - G- ~An - ~GCC - ~GT-A- ~A-= - - ~A~An - ~C- = -G ~AGTA-CA-C-~Crnm . . === mmemm-Gunn 6732
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SowIouan) Z-ATH

sowouan z-AlH

Vlloopend, V2 loop start V2 loop end,
MAC.US.x.239 AGCSAATGATAA%CTETAQAT;CAACATGACAGgGTTAAAAAGAGACAAGAAAAAAGAGTACAATGAAACTTGGT¢CT§TGCAGATTTGGTATETGAA CSAGSGAATAACACTGgTAATGAAAgTAGATgTTACATGAACCACT%TAAC 7239
v Q. M I S C . .
CI.88.UC2 -AGGG- - -G-T-AT-----G-
DE.x.BEN --G-G-----GCAA---G-G- . .
DE.x PEI2 KR KRCG -AG-GG-AG- CGAT-»»CGG- .. SCALCT- A»»-G CCAGCC-C-A
GH.x GH1 . TC AAT----C--A -A—GGGA---AC--

M.87,
273000 SBL76669785

GM. . MCN13 T
GW.86.FG clone NIHZ -AG------- CGA----C- G--T GT
GW. 87 . CAM2CG B .
GW. x.MDS

.07.NNVA
IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D CcC-G
SN.86.ST_JSP4_27 -AG-G---G-CGA----C-G-

CI.88.UC1 “AA-C-CAG-TGA----T-C--Trmmmmmmmnm AC
CI.x.20 56 -AG-TG--G-T-A-----CC--T
CI AG c

.x.EHD
GH.86.D205_ALT
JP.01.IMCI_KRO20 1 --A-C---G---CA-
CI.92.Abt96 -ATCC---G-TG-

-TG--CT
GT---TG-ACCG---AC---T
<--G--TC---G---G--A-

O WOWWW >>>>>>>>>>>>>>D > I':ﬂ
=1
=

AB.CM.03.63CM_510_03 -AG-G---G-T-CA- AAAA CAATTCA-G-GAAACATTAA-C-AA-C-
H2_01 AB. CI 90. 7312A -AG-G---G-CGAT---C-G--- TC AAT--CGC--G--A-GGGAG-GAC- -
H2"01 AB.JP.04.NMC307_20 -AG-G--AG-CCAG---C-G---G
H2"01"AB.JP.07.NMC716 01 -AG-G---G-CCAG---C-G--TG -G G-GGC A C CAT
H2_01_AB.JP.08.NMC842_10 -AG-GG-AG-CCAG---C-G--TG -G-A--T---- . . AAGACAAT----- G--AAA-G-GAC--AC-----C----------- T--C--- 7308
U cI. 07 07IC TNP3 B CAGAGTAAT - - - -CTGA-AA- - -GAGC- -C
.FR.9 G-G T T AT--CA-A--T . . ool CA- CT-G--AA-G

U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM. US GO78
SMM. US 932
SMM. US MO19
SMM. US M922
SMM. US M923
SMM. US M926
SMM. US M934
SMM. US M935
SMM. US M940

%)
=
=
c
a
ot OHOUVABRBRRERBRRRRRRD
© = @
]
5
o

. A-Co-c2Go---
SMM . US . 04 .M947 T,

SMM - US . 04.M949 TASCIIlG--CAA-

SMM . US . 04 .M950 A=CorciGon---

SMM . US . 04 1M951 <A-C----G--CAA-

SMM . US . 04.M952 A-C----G-

S :US 050215 “A-C--- G--TCA--C-G---T

S :US 06 FTg -AG--T--G--TCT--C-

SHMCUS 11 STV smEGGO_FL10 cc 6T

SMM.US . 86.CFU212

SMM'US . x.F236_H4

SMM.US.x.HQ_

SMM.US - X . PBJA ¢

S CUS X palls3 -A-C-

SMM .U - x. G-T A AG------AA-C----G . AGCA-A- - - -

SMM.US.x.pEGGO.CG7G ceeCCennnn- G-Temommmnn O Go---- T : : : CA-TCAGCG-A

STM.US.89.STM_37_16 -ATC-C-AG--G-T-----nnnm- Toemene- AC----nnmmnn T-- G -AA- CAA---GT------ CG-A--Go-Cannnv [ GA--T--C--T 6878
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MAC.US.x.239
\%

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM.x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
SN.86.ST_JSP4_27
CI.88.UC1
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03
H2 01 AB. CI 90.7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10
u. %% 07. 07IC TNP3
U us. 08 NWKGS
MAC.US.x.17EC1
.US.x.251 1Al11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

9107 wnipuadwo)) duanbag ATH
© mmmmm ???????????????? 7
=

sowouany 7-ATH

%)
=
=
c
a
ot OHOUVABRBRRERBRRRRERRD
© @

.pE66@.CG7G

X
X
X
SMM.US.x. PGM53
X.
X
.89.5TM 37_16

114

ACTTgTGTTATCCéAGAGTgTTgTGACAAACATT¢TTGGGSTGCTATTAGATTTAGGTATTETGCACCTCCAGgTTATGCTTTGCTTAGATETAATGACACAAATTeTTgAGECT;TATGCCTAAATgTTgTAAGGEGGJGGTCTgTTgATgCACAAGGATGA&GGAGAC 7409

A

J —

A

A

A

A

A
<-A--A--C---A----A--A
<-A--A--C---AC---A--A
--A--A--C---AC- A
--A--A--C---AC- A
<-A--A--C---AC------ A

c

[alalalalalololololo RN o o NI e b

HIV-2 Genomes
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SowIouan) Z-ATH

CI
DE.
DE.

M.
GM.
GM.
G-
G-
GW-
N
N
JP.
PT

GH.
JP.

CI.

O WOWWW >>>>>>>>>>>>>>>> M

MAC.US.x.239
nv
.88.UC2
X

.BEN
X.PEI2 KR KRCG

GH.x.GH1
Gl

87.D194

x.ISY SBL 6669 85

X.MCNI3

86.FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK 147

08.NMC786_clone_41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
.88.UC1
1X.20 56

x.EHD
86.D205 ALT
01.IMCI_KR0O20_1

92.Abt96

AB.CM.03.63CM_510_03

H2_01 AB.CI.90.7312A
H2’01’AB.JE.04.NMC3

H2"01"AB.J]

07_20
.07.NMC716-01

H2-01 AB.JP.08.NMC842"16

U.CI.
U.FR.
u.us.

07.07IC TNP3
96.12034

08.NWK0o8

MAC.US.x.17EC1
MAC.US.x.251 1A11

Xx.251 32H PJ5

MAC .US .. 251 BK28
MAC.US.x.MM132_TVMXX

MNE.US.82.MNE 8
MNE.US.x.MNEG27

SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G078

SMM. US.04.G6932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215

SMM. US. 6.FT3
SMM.US.11.SIVsmE660_FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA

SMM. US.x.PGM53
SMM.US. x.SME543
SMM.US.x.pE660.CG7G
STM.US.89.STM_37_16

A

o000 00!

CA

>>>>>>>>|

(¢}

i
ACTTCTACTTGGTTTGGCTTTAATGGAACTAGAGCAGAAAATAGAACTTATATTTACTGGCATGGTAGG. . . GATAATAGGACTATAATTAGTTTAAATAAGTATTATAATCTAACAATGAAATGTAGAAGACCAGGAAATAAGACAGTTTTACCAGTCACCATTA 7576
T S T W F G F N G T R A E N R T Y I Y WHGR . D NRT I I S L NK.Y Y NLTMKCRRP GNKTV L PV T I_

>r>> > > Or>r>

o

BV

sowouan z-AlH

c-T
CGT

V3 loop start

-A-A-GA-CCG 7625
6748

A-T-T----
-A-A--AC---
-A-A--AC-C-
-A-A--AC-C-
-A-A--AC-C-

AC-C-

sawoudn) AR[dwo) AIS/T-ATH
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sowouany 7-ATH

L0¢

MAC.

O WIWWW >>>>>>>>>>>>>>D > I':ﬂ
=1
=

AB.C
H2 0
H2~0
H270
H2_0
U cI.

.FR.9
U us.

GH.
JP.

CI.

X
X
.US.x
.US.x. PGM53
X.
X
8

US.x.239

.88 ucz2

.X.BEN

.x PEI2 KR _KRCG
GH1

M.87.

.x.ISY SBL76669785

.X.MCNI3

.86.FG clone NIHZ

.87.CAM2CG

.x.MDS

.07.NNVA

.95.CRIK

.08, NMC786 clone 41
LALI

.85.R0D
N.86.ST_JSP4_27

.88.UC1
.X.20 56

x.EHD
86.D205 ALT
01.IMCI_KR0O20_1

92.Abt96
M.03.03CM_510_03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10

07 07IC TNP3
08 NWKGS

.US.x.17EC1
.US.x.251 1A11
.US.x.251"32H PJ5
.US.x.251"BK28
.US.x.MM142_IVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.5SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L928B
us. GO78
Us. 932
us. MO19
.US. M922
Us. M923
us. M926
us. M934
.Us. M935
.Us M940

c
a
ot OHOUVABRBRRERBRRRRERRD
© = @
]
5
o

US.X.PBJA
us
us .pE660.CG7G

.89.STM 37 16

V3 loop end,

ATCAATGATAGGCCAAAGCéGGCATGGTgTTGGTTTGSAGgAAAATGGAAGGATGCAATAAAAGéGGTGAAGCGGACCATTGTCAAACGTCCCAGGTAT

C -
CAC-G--T-----G
----A--C--GC-G

-G-A---C
-G-A---T-A-

HIV-2 Genomes

......... ACTGGA.
T _G_

.-AA--

ACTAAC..
N

Ao AA—AA—AAA—A > A > A O A A A~ A~~~

.AﬁTACTGAT 7725

---GAG- 7758

-A--A 7234
--C--G 7779

L 6-C--AA-G 7138
- .G----GACA 6886

G-C--AAGG 7789

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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MAC.US.x.239

O WOWWW >>>>>>>>>>>>>>D > I':ﬂ
=1
=

AB.C
H2 0
H2~0
H270
H2_0
U cI.

.FR.9
U us.

GH.
JP.

CI.

X
X
.US.x.
.US.x. PGM53
X.
X
8

.88 uc2

.X.BEN

.x PEI2 KR KRCG
GH1

M.87.

.x.ISY SBL76669785

.X.MCNI3

.86.FG clone NIHZ

.87.CAM2CG

.x.MDS

.07.NNVA

.95.CRIK

.08, NMC786 clone 41
LALI

.85.R0D
N.86.ST_JSP4_27

.88.UC1
.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A

1"AB.JP.04.NMC307_20
1"AB.JP.07.NMC716 01
1_AB.JP.08.NMC842_10

07 07IC TNP3
08 NWKGS

.US.x.17EC1
.US.x.251 1A11
.US.x.251"32H PJ5
.US.x.251"BK28
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.5IVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L928B
US.04.G6078
US.04.G6932
US.04.M919

.US.04.M922
US.04.M923
US.04.M926
US.04.M934

.US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949

.US.04.M950
US.04.M951
US.04.M952
us 5.0215

.06.F
L11.
.86.

.H9
US.x.PBJA
us
us .pE660.CG7G

.89.STM 37 16

sowouan z-AlH

V4 loop start
ACGGCTCCTGgAGgA GgAGATCCGGAAGTTACCTTCATGTGGACAAATTECAGAGgAGAGTTCCTCTACTgTAﬁAATGAATTGGTTTCTAAATTGGGTAGAAGATAGGAATACAGCTAACCSGAAG

nisiaisisisinistialalal]

T G AA-GGCT
L -TA--G--A----A-CGCTC---C--A
. .GTA-GG--CTCG-C-GGTTC---C- -A--G- -G-GACAT - - - - - - - -
A- ++GTA-GG- -CTCG. C-GGTTC- - -C- -A--G-CA-GA-AT-
C-G--A-GG--A.. .G-A-AG-AC-CGA- -AGCTC------A
-6CG- A--G--AGTAT A-AA-A- - -AA-GGTTC-
A--G .G-A-AG-ACTCGCA-GGCTC-

-AA-A--A----A-GGTTC-
--A-GGCTC---
-AC-GGCTC- - -

-CTGA- -GGAACT-CC
-CTGA- -GGAACT-CC

________ ~AG-C-T-AAAGGTTCT - GATGGAAGCAACAAAA

A--CGA-A-CGGT- - - -GATGGACGGATCAAAAGT -

A--C---T-GC---CA- GATGGACGCAACAAAAGAA
-A--CGA-A-C-GT-TT-G -

CAAAACATT GA——G G 7401

GCA-»GA

C-TAG-C-T-A----AG-T-GATGGACAAGACAAAAC--G--A--G-G 7
C--A----T-T-AC-T-CT- GATGGACACAGCAAAAGAATCGQ--gAg ; 25
A--C---AG-GCT-CT-GATGGAAGCAGCAAAAGAAG- -A- -GAG ; 48

--A--G-G 7
- -AAAGGTT-C- GATGGAGCAGCCAGAACQAG——A——TA

G 7416
7328

7153
31

--T--T---C-A. “A--C

--C--T---C . C—*A**CTT A- GC**—TC*—AAAGCATGGAGCAAAA T--- —*—*T 7146
R -AT---A-AAC-G-TCT-GATGGAAGCAACAAAAGG-T-GA--GA- 7145
~iaiz==-- C--A C --A---G-TA-AG-GAT- - -TGCGAGAAACAAAAACAACCG- - - -A- 7146
A STCA--A--Covvinnnnnnnnnns AAGGC 715

AG- CCA-AAG- GTAGC - GATGGAGACAACAAAATA- G- 7

G-A-GC-GAT-G- -GCGAGAAACAACAACGAT 7

AGGGTGGC - GATGGAAACAACAAAATAGG 7
-GATGGACA AAAAC-AG- - 736
-GGTTCT-GATGGACAAGTCAAAAC-AG- - 66

i A ¢ A A ¢ Ac-Co - T- AGGTTCTCTATGGACACAACAAACAA
----- C-A. A-----C N " A-----C T L A A MG T AGE AT C AR CAACARAATAY
----- A-GGA-A. . GT=---==cc-Gomnrrmmmmmmm-Am=Ge=Commmmmmmmmmmmoomeco o nCeTeo o cA==To-ToaTeoCommmmmmmmmeeooCTooo == =A== == -A=C--A-G- - - - T-AG-AAT - -GAGATTGGAACAAAAACAA

CG
CAACAAAAGAAGCCA- -G- - 7891

G-GA--G-G 7 879

7528

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



9107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

60¢

V4 loop end V5 start V5end,
MAC.US.x.239 GCATAAAAGGAATTACGEGCCATETCATATTAGACGAA¥AATCAACACTTGGCATAAAGTAGECAAAAﬁTGTTTeTTTGCCTCCAAGAGAGGgAGACCTCACGTgTAﬁCTgCACAGTGACCASTCICA%AGCAAACATAGATTGGATTGAT ......... GEAAACCGAA 8035
v — — -

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM.x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD .
GH.86.D205_ALT C - L AA C
JP.01.IMCJ_KRO20_1 .. T--C T CA... | AATAAT- -TAGG-

CI.92.Abt96 .TCTAAC----- T-
AB.CM.03.63CM_510_03
H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307_20
H2"01"AB.JP.07.NMC716”01
H2_01_AB.JP.08.NMC842_10
u. gé 07. 07IC TNP3
U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

O WIWWW >>>>>>>>>>>>>>D > I':ﬂ
=1
=

SMM.US.04.G078

SMM. US.04.G932

SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949 A- -AA AA- - -A---T

SMM. US.04.M950 A G--A G--A T C " AGCAA---TG-G-
SMM.US.04.M951 C T . AA-G-T--G-
SMM. US.04.M952 AG-G A 1l AA-G-TG-G-
SMM. US. 5.0215 AC G--A A ....AAC--TG-G-
SMM.US.06.F s A e -AG-- 73
SMM.US.11.SI smEGGO FL10

SMM.US.86.CFU212

SMM.US.x.F236_H4

SMM.US.x.H9 ~

SMM. US.x.PBJA

SMM.US.x. PGM53 .==C- 7
SMM. US.x. A .AAC--TG-G-
SMM.US.X.pEGGO.CG7G ....AAC--TG-G- 8
STM.US.89.STM_37_16 AAT--TG-G- 7689

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH



01c

971(7 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sowouan z-AlH

Rev Responsive Element (RRE) start Env gp120 end Env gp41 start
MAC.US.x.239 CTAATATCACCATGASTGCAGéGG&GGCAGAACTGTATCGATTGGAATIGGgAGATT@TAQATTAGTAGAGATCACTCCAATTGgCTTGGCCCCCACAGATGTGAAGAGGTACACTACT .GgTGgCACCTgAAGAAﬁTAAAAGAGgGGTCTTTGTGCTAGEGTTCTTG 8202
v

CI.88.UC2 -C--C--T---T-T- C--C A . TCG-C-C-AG-G--G--C-
DE.x.BEN -C--C--T---T-T- . .. TCAACTC-AGTG--G--C-
DE.x PEI2 KR KRCG -A-GC--T---T-T-

GH.x GH1

M.87.
GM.x.ISY SBL76669785
GM. x.MCN13

GW.86.FG clone_NIHZ
GW.87.CAM2CG

O WOWWW >>>>>>>>>>>>>>D > I':ﬂ
=1
=

GW. x.MDS
.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41

PT.x.ALI .

SN.85.R0OD . .

SN.86.ST_JSP4_27 L ITELCTC-AGTG- -G

CI.88.UC1 . . .TCAACG--AC-G--G-----------

CI.x.20 56

CI.x.EHD

GH.86.D205_ALT . .

JP.01.IMCI_KRO20 1 T A--A TT-C......TCA-CG--AC-G--G-

CI.92.Abt96 . ..TC--TG--AC-G-A--
AB.CM.03.03CM_510_03 TCAACTC-AGGG--G-
H2 01 AB. CI 90.7312A . TC ACTC-GGGG---C

H2~01"AB.JP.04.NMC307 --CTC-AGGG---C----G
H3-01-AB b 07 Ncrae 0 A -7

H2701 AB.JP.08.NMC842°16  -A--C--T---T-Commmmmmmmmccmaaeeeao

u. gé 07. 071¢ NP3
U:08: 88 Nikos
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC .US .. 251 BK28
MAC .US . X . MM142_TVMXX
MNE.US.82.MNE_8

MNE . US - X . MNEG27
SMM.CI.79.SIVsmCI2
SMM . LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L928B

SMM.US.04.G078

SMM. US.04.G6932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



9107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

11¢

GW
GW

PT

O WOWOW >>>>>>>>>>>>>>>> M

AB.C
H2 0
H20
H270
H2 0
u.CI
U.FR
Uu.Us

CI

DE.
DE.
GH.x.GH1
GM.
GM.
GM.
GW.

N
N,
3P.

GH.
JP.

CI.

X

X
.US.x.
.US.x.PGM53

X

X

8

MAC.US.x.239
nv

.88.UC2
X.BEN
X.PEI2 KR KRCG

87.D194

x.ISY SBL 6669 85

X.MCNI3

86.FG clone_NIHZ

87.CAM2CG

X,

07 .NNVA

95.CRIK 147

08.NMC786_clone_41
ALI

X
SN.85.R0OD
SN

186.ST JSP4 27
.88.UC1
1X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 AB.CI.90.7312A
1”"AB.JP.04.NMC307_20
1"AB.JP.07.NMC716 01
1-AB.JP.08.NMC842"10
.07.07IC_TNP3
.96.12034

.08.NWKO8

.US.x.17EC1
.US.x.251 1A11
.US.x.251"32H PJ5
.US.x.251"BK28
.US.x.MM142_IVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.5SIVsmCI2

.SIVsmLIB1

.LR.89
.SL.92.SIVsmSL92A
L92B

.SL.92.5L92
US.04.G6078
US.04.G6932
US.04.M919

.US.04.M922
US.04.M923
US.04.M926
US.04.M934

.US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949

.US.04.M950
US.04.M951

.04.

5.
.06.
L11.
.86.

.H9
US.x.PBJA
US.x.SME543
US.x.pE660.CG7G

.89.STM 37 16

GGTTTTCTCGCAACGGCAGGTTCTGCAATGGGCGCGGCGTCGTTGACGCTGACCGCTCAGTCCCGAACTTTATTGGCTGGGATAGTGCAGCAACAGCAACAGCTGTTGGACGTGGTCAAGAGACAACAAGAATTGTTGCGACTGACCGTCTGGGGAACAAAGAACCTCCA 8372
G F L ATAGSAMGAASTLTLTAQSARTLLAGTIVOQQOQQOQLLDVVKRA®QQELLRLTUVWSGTKNTLNQQ

HIV-2 Genomes

> >R 0

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH



971(7 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sowouan z-AlH

RRE end,

MAC.US.x.239 GACTAGGGECACTGCCATCGAGAAGTACTEAAAGGACCéGGCGCéGCTGAATGCTTGGGgATgTGCGTTTAGACGAGTCT%CCGCACTACTGTACCATGG ............ CCAAATGCAASTCTAACACCAAAGTGGAACAATGAGACTTGGCéAGAGTGGGAGCGAA 8530
\% N

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM. x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCI_KR020_1

CI.92.Abt96 A-G---A---T-A
AB.CM.03.03CM 510 03 A--R--A---T-A --T--C---G-

H2 01 AB. CI 90. 7312A e TG-T---G----
H2-01AB.JP.04.NMC307 - TG-C---G----
H2"01"AB.JP.07.NMC716" 01 GT - TG6-C---G----
H2_01_AB.JP.08.NMC842_10 A---T . e A - --T--A---G----
u. gé 07. 07IC TNP3

U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ15
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNE®27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B

O WOWWW >>>>>>>>>>>>>>D > I':ﬂ
=1
=

SMM.US.04.G078

SMM. US.04.G6932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



9107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

€1¢

MAC.US.x.239

O WIWWW >>>>>>>>>>>>>>D > I':ﬂ
=1
=

GH.
JP.

CI.

.88 ucz2

.X.BEN

.x PEI2 KR _KRCG
GH1

M.87.

.x.ISY SBL76669785

.X.MCNI3

.86.FG clone NIHZ

.87.CAM2CG

.x.MDS

.07.NNVA

.95.CRIK

.08, NMC786 clone 4
LALI

.85.R0D
N.86.ST_JSP4_27

.88.UC1
.X.20 56

x.EHD
86.D205 ALT
01.IMCI_KR0O20_1

92.Abt96

AB.CM.03.63CM_510_03

H2 0
H2~0

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307

1

H2"01"AB.JP.07.NMC716”01
H2_01_AB.JP.08.NMC842_10

U cI.
.FR.9
U us.

X

X
.US.x.
.US.x. PGM53

X.

X

8

07 07IC TNP3
08 NWKGS

.US.x.17EC1
.US.x.251 1A11
.US.x.251"32H PJ5
.US.x.251"BK28
.US.x.MM142_IVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.5SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L928B
US.04.G6078
US.04.G6932
US.04.M919
US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
US.04.M951

4.
5.
.06.F
L11.
.86.

.H9
US.x.PBJA
us
us .pE660.CG7G

.89.STM 37 16

AGGTTGACTTCTTGGAAGéAAﬁTATAACAGCCCTCCTAGAGGAGGCAC3AATTC6AC8AGAGAAGAACATGTeTGéATTAC3AAAGTTGAATA2CTGGGSTGTGTTTGgCAATTGGTTTGACCTTGCTTgTTGGATAAAGTATATACéAT¢TGgAGTTT¢TATAGTTGTA 8700

TCAAAG-T----A
C-GTCAAAGTT- - - -A--A--C
-C-GTAGATCGT - - - - - c--
-C-GTCAAAGTT----AC--

-C

-C

C
“AA-CCG-GA-C

<--G--C--C--C---CGG--AT----A--A-
----CCG-GA-C-A--G-C------C-GTCAAA-TT----AC--
-AA-CCG-GA-C----G-C-

“c- GTATAAGTT----AC»-
SC--TIIC-GT-AAAGT

HIV-2 Genomes

“GGCA- -C--CAGG-TA---C-G---G
-GGCA- -C--CAGG- TA---T A-

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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971(7 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sowouan z-AlH

Tat Rev intron end Tat Rev exon 2 start
MAC US.x.239 GGAGTAATACTGTTAAGAATAGTGATCTATATAGTACAAATGCTAGCTAAGTTAAGGCAGGGGTATAGGCCAGTGTTCTCTTCCCCACCCTCTTATTTCCAGCAGACCCATATCCAACAGGACCCGGCACTGCCAACCAGAGAAGGCAAAGAAAGAGACGGTGGAGAAGG 8870
G L QM . _Q_G__Y__ S S _ S Y _F _Q Q T H I Q Q D P A L R E G K E R D G G E G

Tat exon 2
Rev exon 2
CI.88.UC2
.Xx.BEN
DE.xX.PEI2 KR KRCG
X.GH1
GM.87.D194 --
GM.x.ISY SBL_6669_85

GM.x.MCNI3 A--G TC-T
GW.86. FG clone NIHZ

&2 i
107.NNVA

IN.95.CRIK

Jpos NMC786 clone 41 CTC G- -GA-

PT.x.Al T--AG- -GAC- C---A

SN.85 A T--AG--G-C-T-- -C

SN.86.ST7JSP4727 ————— A&

GH.86.D205 ALT
JP.01.IMCI"KR020_1

O WOWWWW >>>>>>>>>>>>>> >
=
=

CI.92.Abt96
AB.CM.03.03CM_510_ 03
H2 01 AB.CI.90.7312 ---A--G--GCTC-C A---G--GAC-T--AAGA--C
H2_ 01 AB.JP.04. NMC3G7 20 ---A--G--GCTC-T -GC--T---G--GAC-T--AAG---C
H2"01AB.JP.07.NMC716_01 ---A--G--GCTC-T -GC--T---G--GAC-T--AAG---C
H2~ 01 AB.JP.08.NMC842”10 ---A--G--GCTC-T G--GAC-T--AAG---C

U.CI.07.07IC TNP3
U.FR.96.12033
U.US.08.NWK0e8
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_ IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM. US.04.G07
SMM.US.04.G932
SMM.US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934
SMM.US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmE660 FL10
SMM.US.86.C

SMM. US.x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM.US.x.P

SMM. US.x.SME543
SMM.US.x.pE660.CG7G
STM.US.89.STM_37_16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



9107 wnipuadwo)) duanbag ATH

s
L)
<
W)
Q
o)
=]
=]
=
2

MAC.
Env

Tat
Rev

O WOWWWW >>>>>>>>>>>>>>>D
=
=

CI.

AB.C
H2 0
H2"0
H2~0
H2~0

U.CI.
U.FR.
u.us.
.US.x.17EC1
.US.x.251 1Al11
.US.x.251"32H P15
.US.x.251 BK28
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.SL.92.5L92B

US.x.239

exon 2
exon 2
.88.UC2

"X.BEN
X.PEI2 KR KRCG
X.GHI

187.D194

x. ISY SBL 6669 85

X
6. FG clone NIHZ

X MDS

.07.NNVA

.95.CRIK

.08 NMC786 clone 41

X

oA
.86.ST7JSP4727

186.D205 ALT
101.IMCI"KRO20_1
92.Abt96
M.03.03CM_510_ 03

1 AB.CI.99.7312

1-AB: 5P 04 NMC307 20
17AB.JP.07.NMC716-01
1-AB.JP.08.NMC842"10
97.07IC TNP3
96.12032

08 NiWKd8

SIgsmEGGG FL10

US.04.G07
.US.04.G932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
4.
4.
4.
5.
6.F
1
6.C

us.
.US.x. F236 H4
US.x.H9
US.x.PBJA
US. x. Pl
US.x.SME543
.US.x.pE660.CG7G
.8

9.STM_37_16

Thlend

CGGTGGCAACAGCTCCTGGCCTTGGCAGAEAGéAT¢TATTCATTTCCTGATCCGCC3ACTGATACGCCICTTGACTTGGC[AT;CAECAACTECAGAACCTTGCTATgGAGAGTAT@CCéGATCCTCCSACCAATACTCCéGAGGCTCTgTGCGACCCIACéGAGG . 9036

A V AT A P G L[

R
W Qoo o " AL ADRTI Y S F P DPP T D TP L D L A I QQL QNLATIES I P D P P T NTP E A7 L _C D P T E
-G

CGCGAAC-C--C- C-

HIV-2 Genomes

. --GACAGCA.

-T--TCAGAG-G-A--GACAGCA.

-T---CAGAGAG-A- - -ACAGCA.
AT

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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sowouan z-AlH

Rev end Nef start
MAC.US.x.239 ... ATTCGAGAAGTCCTCAGGACTGAACTGACCTACCTACAATATGGGTGGAGCTATTTCCATGAGGCGGTCCAGGCCGTCTGGAGATCTGCGACAGAGACTCTTGCGGGCGCGTGGGGAGACTTATGGGAGACTCTTAGGAGAGGTGGAAGATGGATACTCGCA 9198
nv e L Y L Q.Y G W _S_Y H A V. Q A V W R A T E T L A G G D L W E T R G G R W I L
Nef T T MG G A IS MR RS R P S G D [CRQRILLCRARGET Y G R LCL G E V E D G Y S0

971(7 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

Rev exon 2
CI.88.UC2
.Xx.BEN
DE.xX.PEI2 KR KRCG
X.GH1
GM.87.D194
GM.x.ISY SBL_6669_85

GM.x.MCNI3
GW.86. FG clone NIHZ

GW. x. MDS
.07 .NNVA
IN.95.CRIK
JP.08 NMC786 clone 41
PT.x.A

'85
SN.86.ST7JSP4727

GH.86.D205 ALT
JP.01.IMCI"KR020_1
CI.92.Abt96

AB.CM.03.03CM_510_ 03

H2 01 AB.CI.90.7312

H2~01 AB.JP.04. NMC3G7 20

H2~01 AB.JP.07.NMC716 81

H2~01-AB.JP.08.NMC842"10

U.CI.07.07IC TNP3

U.FR.96.12034

U.US .08 NWKO8

MAC.US.x.17EC1

MAC.US.x.251 1A11

MAC.US.X.251"32H PJ5

MAC .US .. 251" BK28

MAC.US.X.MM132 TVMXX

MNE.US.82.MNE_8

MNE . US . x.MNEG27

SMM. CI.79.SIVsmCI2

SMM . LR.89.5IVsmLIB1

SMM.SL.92.STVsmSL92A

SMM.SL.92.51928

O WOWWWW >>>>>>>>>>>>>> >
=
=

SMM. US.04.G07
SMM.US.04.G932
SMM.US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934
SMM.US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmE660 FL10
SMM.US.86.C

SMM. US.x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM.US.x.P

SMM. US.x.SME543
SMM.US.x.pE660.CG7G
STM.US.89.STM_37_16

...A CTGG- -A-- -
.--CA-G--CTGG--G--ACT- A--GCAG—

C-CA----CTGG--G--ACT-AG-A

T-T-6-
e R AT ACAGAG T

C--AGGA-CG-
S TG T T
-GA-C-G-AG-T- - -A-CAG-
-GA- --GCAGG- - - TA-C-GT

G-G-A G--6

CTGC---GG-----
CTGC----G-----

-C--A--GACG-CG--
GG-AC-G-T

GG-A-
G

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



9107 wnipuadwo)) duanbag ATH

Env gp41, gp160 enq\ Premature stop in SMM239
MAC.US.x.239 ATCCCCAGGAGGATTAGACAAGGGCITGéGCICACTCTCTIGTGAGGGA ...... CAGAAATACAATCAGGGACAGTATATGAATACTCCATGGAGAAACCCAGCTGAAGAGAGAGAAAAATTAGCATACAGAAAACAAAATATGGATGATATAGATGAGTAAGATGATG 9362

nv
Nef _ S PG G LD K G LS ST S CEG_ . . QK.Y NOQGOQY MNTP WRNUZPAETEREKLAY RKQNMDDIDE *x DD

CI.88.UC2 “A---<----C--G--G--AGCA--AA--G-C---C . C-G--TCGG- -AATG- -AG--C-G- - -GAGT - - - - - -AGC - G-

DE.x.BEN -T--A--A--A--C--G--G--AGCA--A---G-C---C . C-G--TC-G- G----C -AAC---A---C-G- - -GATTTG--T--GC-G-

DE.x.PEI2_KR_KRCG -T--A--A-----C--G--G---GCA--A--TG-C---C . CGG--TC-A- AGC

GH.x.GHl A -G-- GCA . -G--TCGG-

GM.87.D194 . C

GM.x. ISY SBL_6669_85

GM. x.MCN13

GW.86. FG clone NIHZ

GW.87.CAM2CG

GW.x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41

PT.x.ALI GCA--AA-TG

SN.85.R0OD -T -C G- -AGCA--AA--G-C---C

SN.86.ST JSP4 27 so<-A--A-----C--G--G---GCA--AA--G-C---C---- .

CI.88.UC1 . -ATGC----AGA-C---AG-G-G-.

CI.x.20 56 A . . . -TGCC--A--GAC--A--G-G-G

CI.x.EHO . . . . -AG CTTTG GA-C---AG- g g
G

LX.
GH.86.D205_ALT A C . e . . . ..-ATGC--GG-GG-C- - -AG-
JP.01.IMCI_KRO20_1 . e . e . . -TGCT» -GA-C-C-AG-
CI.92.Abt96
AB.CM.03.03CM 510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10

O WWWWW >>>>>>>>>>>>>>>D

sjuwugI Y

sowouany 7-ATH

LTC

U.CI.07.07IC TNP3
U.FR.96.12032 CTCAGGGC JAgec
U.US. 08 NWKdS8 TAC- GGGAC-AGCATATA-
MAC.US.x.17ECL -
MAC.US.x.251 1A1

MAC.US.x.251 32H PJ5

MAC.US.x. 251 BK28

MAC.US . x.MM142_TVMXX

MNE.US.82.MNE_8

MNE . US . x . MNEG27

SMM. CT.79.SIVsmCI2

SMM.LR.89.5IVsmLIB1

SMM . SL.92.STVsmSL92A

SMM.SL.92.51928

SMM.US 04678

SMM . US . 04 . 6932

SMM.US .04 .M919

SMM.US .04 .M922

SMM . US . 04 .M923

SMM.US . 04 .M926

SMM.US .04 .M934

SMM . US . 04 .MO35

SMM . US . 04 .M940

SMM.US .04 .M946

SMM . US . 04 .M947

SMM . US . 04 .M949

SMM . US . 04 .M950

SMM . US .04 .M951

SMM.US - 04 .M952

S :US 05.D215

SMM . US .06 F 3

SHMCUS 11 SIVSmEGGO_FL10

SMM . US . 86, CFU212

SMM.US . x. F236_H4

SMM.US - X . HO

SMM . US . x . PBJA

SMM . US - X . P

SMM.US . X . SME543

SMM . US . x . pE660. CG7G

STM.US.89.STM 37 16

HIV-2 Genomes

sawouds) aR[dwo) AIS/I-ATH
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971(7 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sowouan z-AlH

3 LTR U3 start
MA%.US.X.239 T[GGTAGgGGTATgAGEG AGGCCAAAAGTTCCCCIAAGAACAATGAETTACAAATTGGCAATAGACATGTgTCATT;TA¥AAQAGéAAAGG8GGgACTGGAAGgGATTTeTTACAgTGCAAGAAGACATAGAA¥CTTAGACATATACTTAGAAAAG 9520

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM. x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
LALI

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

O WOWWW >>>>>>>>>>>>>>D > %
=1
=

CI.92.Abt96 .
AB.CM.03.03CM_510_03 e - -T--T--G--T 8564
H2_01_AB. CI 90. 7312A e T--T--G--T 9479
H2-01AB.JP.04.NMC307 CA-- L T--G--T 9461
H2"01"AB.JP.07.NMC716" 01 T 9451

H2_01_AB.JP.08.NMC842_10
u. gé 07. 07IC TNP3

U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A

SMM.SL.92.5L92B C...
SMM.US.04.G078 -A.
SMM. US.04.G6932 A..
SMM.US.04.M919 A.
SMM. US.04.M922 A
SMM. US.04.M923

SMM. US.04.M926 A
SMM.US.04.M934 A..
SMM. US.04.M935 A.
SMM. US.04.M940 C..
SMM. US.04.M946 A
SMM. US.04.M947

SMM. US.04.M949 C
SMM. US.04.M950 A.
SMM.US.04.M951 C.
SMM. US.04.M952 A.
SMM. US. 5.0215 A.
SMM.US.06.F 3 A
SMM.US.11.SI SmEGGO FL10

SMM.US.86.CFU212

SMM.US.x.F236_H4

SMM.US.x.H9 ~

SMM. US.x.PBJA

SMM.US.x. PGM53

SMM. US.x.

SMM.US.x.pEGGO.CG7G

STM.US.89.STM_37_16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



9107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

61¢

MA%.US.X.239

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

GM.x.MCN13
GW.86.FG clone_NIHZ
GW.87.CAM2CG

.x.MDS
.07.NNVA
IN.95.CRIK

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB. CI 90.7312A
H2"01”AB.JP.04.NMC307

O WIWWW >>>>>>>>>>>>>>D > %
=1
=

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

u. gé 07. 07IC TNP3

U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM.US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16

M.87,
& 27:00° SBL76669785

JP.08. NMC786 clone 41
LALI

IALCIITIITAGTE NG
-A----T--TCAT--G
-A-C--T---AGT

AA-C--T--ACAT--
“A-C-----ACAT--G
AA-C--T--TCAT--
AA-C--T--ACAT--

SGECIIIALIATIIGIIACCI TIC A LIGIG] 1L I CAC GAGACTRACACT - TACTS SC16E1 1 TIALIES
“GC----A-A---G--C-CC--C-A-T-AGA-CACT -G ACT--C-GC--GG
A CC--C-A A--C.. 6C

G
-GC----A--A---G-

cc
-CC--C-A---

B T GC----G--A---G--A--C----G---

<A------G-GAC-C--ACA-----C-G-
<C----G--A--GG-A--GG- - -CA-TAA-C-G-

“A--

A-- -GA
G-nnno- C--="A--A---G-A--GG---CA-CAA-C--------

(GGG A T
AA--A C-AA

AGCA-T---..

HIV-2 Genomes

9608
<C--G--A--G-TC-- 9637
-A--GG-C-- 8739
“A------AG 9106
-A--G--C-- 8725
-A--G--CG- 9640

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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971(7 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sowouan z-AlH

TCF-1 alpha binding
MA%.US.X.239 CCéGTGGGéTGACCCTTGGGEAGAGGTTCIAGCATGGAAGT;TGATCCAACTCTGGCCTACACTTATGAGGCATATGTTAGAT¢CCCAGAAGAGTTTGgAAgCAAGT%AGECCTGTSAGAGGAAGAGGTTAGAAGAAGGCTAACCGCAAGAGgCCTTCTTAACATGGCTG 9848

CI.88 uc2

"X.BEN
DEX: PEI2 KR KRCG aearare S
GHx.GHT 6 AT-----AACA---CTT- - -CG-

M.87.
GM.x.ISY SBL 6669 _85
MCN13

GM.x.

GW.86 FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

X
.85.R0D
N.86.ST JSP4 27
CI.88.UC1
CI.x.20 56
.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96 - -A --TGAC--CAG-----T A-ATTGC-T
AB.CM.03.63CM_510_03 ----GC-TGA----- T---C-TCAA---G-T-
H2_01 AB. CI 90. 7312A Al - -C-TCAAC--G-T-
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10
u. %% 07. 07IC TNP3
U us. 08 NWKGS
MAC.US.x.17EC1

O WOWWW >>>>>>>>>>>>>>D > %
= 5]
=

MAC . US . x .2517BK28
MAC.US.x.MM142_IVMXX

MNE.US.82.MNE_8 A
MNE . US - X . MNEG27 A
SMM.CI.79.SIVsmCI2 G

SMM . LR.89.SIVsmLIB1 AT- G AG A
SMM.SL.92.SIVsmSL92A TA--AT-AG-- - -C -GG-TAGC - - GAAGAAG-C- - - -C
SMM.SL.92.5L928B T---CATTCA -T--G-TAAC-AGCCAAAA - CGC-G-
SMM . US . 046078 i T-A--A
SMM . US . 04. G932 T-A--A-
SMM . US . 04.M919 T-A--A-
SMM . US . 04 .M922 T-A--A-
SMM . US . 04 .M923 T-A--A-
SMM . US . 04 .M926 T-A--A-
SMM . US . 04 .M934 T-A--A-
SMM . US . 04 .M935 T-A--A-
SMM . US . 04 .M940 T-A--G-
SMM . US . 04 .M946 T-A--A-
SMM . US . 04 .M947 T-A--A-
SMM . US . 04 .M949 T-A--G-
SMM . US . 04 .M950 T-A--A-
SMM . US . 04 .M951 T-A--G-
SMM . US . 04 . M952 T-A--A-
M. US 950215 T-A--A-
ShM. US.06. FTg T-A--A-
SUMLUS. 11.STVsnEGGO_FL10 A-
SMM.US . 86.CFU212 AT
SMM_US . x.F236_H4 A
SMM.US.X.H9

SMM.US . X . PBIA

SMMUS . x. PGiIS3

SMM . US . X .

SMM.US.x.pEGGO.CG7G

STM.US.89.STM 37 16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



9107 wnipuddwo)) duanbag ATH

sowouany 7-ATH

| k44

MA%.US.X.239

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.

GM.x.ISY SBL76669785

GM.x.MCN13

GW.86.FG clone_NIHZ

GW.87.CAM2CG

.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX

.85.R0D
N.86.ST_JSP4_27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT

JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03
H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10
u. gé 07. 071C NP3
U us. 08 NWKGS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251 32H PJ5
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX
MNE .US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A

O WIWWW >>>>>>>>>>>>>>D > %
=1
=

SMM.SL.92.5L92B
SMM.US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI SmEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~

SMM. US.x.PBJA
SMM.US.x. PGM53

SMM. US.x.
SMM.US.x.pEGGO.CG7G
STM.US.89.STM_37_16

Nef end NF-k-B-II NF-k-B-1

TATA box

el
ACAAGAAGGAAACTCGCTGA ............................................................... AACA. .GCAGGGACTTTCCACAAGGGG . ATGTTACG . . GGGAGGTACTGGGGAGGAGCCGGTCGGGAACGCCC.ACTTTCTTGATGT 9949

AAGAAATAGCTG-G=CT - - === --=--- Goennen .
AAGAAACAGCTG-GGCT - ¢

..AGACAGGAACAGCTATATTTGGCCAggGCﬁgGAAATAACTAC%...
AACAACCATACATGGCCAGGGCAGGAAGTAGCTACT. . .
GAGACAGGA CAGCTATACTTGGTCAGGGCAGGAAGTAACTACT...
A-AGGAGACAGGAACAACTATACTTGGTCAGGGCAGGAAGTAGCTATT . .
.GAGACAGGAACAACTATACTTGGTCAGAACAGGAAGTAGCTACT. ..
CAACAGGAACAACTATACTTGGTCAGGGCAGGAAGTAGCTACT. . .
TTTGGTCAGGGCAGGAAGTAACTACT. ..

. AAACAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAAC. . .
-+ GCAAGAGACAGCAGCATAAACAGGAACTAGCTGACACTGCACAAGAGGGA AACTAGCTG---CC --------------
. .GCAGGAAACAGCAGCTTAAAGAGGAACTAGCTGACAGTGCA G---CT-
.. ACAGGAAATAACAGCACAAAGAGGAACTAGCT, AACACTGCATAGAGAAGGAAACTAGCTG T-CT-
. -GCAAGAGACAGCAGCATAAACAGGAACTAGCTGACACTGCACAAGAAGGA . AACTAGCAG - - - CT -
. GCAGGAAATAACAGCTTGAAGAGGAACTAGCTGACAGTGCATAAGAAAG . . AACTAGCTG- - - CT-
GCAGAAAGAGGACAAGCTGA
- . ACAAGAGACGACAGCATAAACAGGAACTAGCTGACACTGCACAAGAGGGA . AACTAGCTG- - -CT-
+ ACAGGAAGCAGCAGCAT AAAGAGGAACTAGCTGACGCTGCATAAGAAAGGAAACTGGCTG - - -T-
ACAACAGCATAAAGGGAACTAGCTGACGCTGCATAAGAAAGGAAACTGGCTG- - - CT-
RO CAAAC ACCA GO T A CACTACCTCACACTCCATAACAARCCARACTRCTE. 1 €T
ACAGGAAGACAGCAGCATAAAGGGGAACTAGCTGACACTGCATAAGAAAGGAAACTGGCTG - - - CT- - - < - - ==« < - -
AC, . | AGAAGGAAACTAGCTG - GCTGA

A
~GC-AC-T-GCG-AGAAGA - GGAAGCTAGCTAA .
TGGC-G-TA-G- AGGAAAC AGCTG
GGA-G--ACA-.

HIV-2 Genomes

CTAAACTC--TA-- 9407
. 9157

-T-AAACCTC--- 904
. -AAAA-CTC--- 9377
-T-AAA-CTC--- 9036

-T-AAGCCTC--- 9954
-T-AAT-CTC--- 9935

.-T-AAT-CTC--- 9926
.-T-AAT-CTC--- 9953

I 3
| TAAAA- CTC»-- 9033

CIAT-CTC--- 9953

TT--A---TC--- 9603

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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971(7 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sowouan z-AlH

TAR element start

TATA box 3"LTR U3 end ¥ LTR repeat start TAR element end
MAC.US.x.239 ATAAATATC. ACTGCATTTCGCTCTGTA. TTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGGAGGTTCTCTCCAGCACTAGCAGGTAGAGCCTGGGTGTTCCCTGCTAGACTCTCA. CCAGCACTTGGCCGGTGCTGGGCAGAGTGACTCCACGC'I'I’GCTTGI01 16
CI.88.UC2 . TG--C

DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GH1 ~ ~
GM.87.D194

GM.x.ISY SBL_6669_85
GM. x.MCN13

GW.86.FG clone NIHZ
GW.87.CAM2

GW. x.MDS

IN.0O7.NNVA
IN.95.CRIK 147
JP.08.N¥C7867c10n9741

WX
N.85.R0D
SN.86.ST JSP4 27
cI.es.uct  ee-- G-ACC-GCT. -C-T--AT

O WWWWW >>>>>>>>>>>>>>>D

CI.x.20 56 G-

CI.x.EHD G-ACC-

GH.86.D205 ALT G-AC

JP.01.IMCI"KR020 1 G-AC

CI.92.Abt96 -
AB.CM.03.03CM 510 03 -G-ACC-GCT. -C-T--AT
H2 01 AB.CI.90.7312A -G-ACC-GCT.-C-T--AT
Ha"01°AB.JP.04.NC307 20 -G-ACC-GCT. -C-T--AT
H2~01 AB.JP.07.NMC716 81 -G-A -C----AT
H2"01 AB.JP.08.NMC842°10  ------ A EET AT
U.CI.07.07IC TNP3
U.FR.96.12034 “ACC-
U.US .08 NWKO8 -T-ACC-GCT.-6CT-
MAC.US.x.17EC1 --ACTGCA.
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC .US -

.US.x.251 BK
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2 GC T--G-
SMM.LR.89.SIVsmLIB1 --AACC- GCT ACT
SMM.SL.92.SIVsmSL92A -A. C-A- T---GCACTGTAT
SMM.SL.92.5L92B -GC
SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951

.04.

.05.

.06.F

1
6.C

SMM. US.

SMM. US.x. F236 H4

SMM. US.x.H9

SMM.US.x.PBJ

SMM. US.x.PGM53

SMM. US.x.SME543

SMM.US. x.pE660.CG7G
.8
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€7C

MAC.US.x.239

CI.88.UC2

DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GH1 ~ ~
GM.87.D194

GM.x.ISY SBL_6669_85
GM. x.MCN13

GW.86.FG clone NIHZ
GW.87.CAM2

GW. x.MDS

IN.07.NNVA
IN.95.CRIK 147
JP.08.N¥C7867c10n9741

WX
N.85.ROD
SN.86.ST JSP4 27
CI.88.UCL
CI.x.20 56

"X, EHD
GH.86.D205 ALT
JP.01.IMCI"KRO20 1
CI.92.Abt96
AB.CM.03.03CM 510 03
H2 01 AB.CI.90.7312A
H2"91°AB.JP 04 NHC307 20
H2-01-AB.JP.07.NMC716~01
H2-01"AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12032
U.US. 08 NwK08
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x. 251 32H PJ5
1US.X. 251 BK
MAC.US . x . MM122_ TVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEOZ7
SMM. CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.5TVsmSL92A
SMM.SL.92.5192B

O WWWWW >>>>>>>>>>>>>>>D

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. é.SI SmEGGG FL10
SMM. US.x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJ
SMM. US.x.PGM53
SMM. US.x.SME543
SMM.US. x.pE660.CG7G
.8

9.STM_37_16

Poly-A signal 3° LTR R repeat end 3’ LTR US start

---T-CT-AAA.TA-
---C-CTGAG-.TC-
T-G..

GT---GCTGAA- -A G
GTC--GCTTT. G
GTC--GCTTT.
GTC--GCT-T.

HIV-2 Genomes

3"LTR U5 end,

AAGCCCTCTTCAATAAA GCTGCCATTTTAGAAGTAAGCT . AGTGTGTGTTCCCATCTCTCCTAGCCGCCGCCTGGTCAACTCGGTACTCAATAA TAAGAAGACCCTGGTCTGTTAGGACCCTTTCTGCTTTGGGAAA CCGAAGCAGGAAAATCCCTAGCA]0279
G

sjuwugI Y
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